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{58 R ES) IR S-S, aureus DGR
A 54 64 4 &t A 54 64 7H &3 A4 54 64 7H &3
Aeromonas hydrophila 0 0 0 1 Acinetobacter spp. 2 1 1 13 MRSA 2 12 8 54
Bacillus cereus 0 0 1 1 Candida albicans 33 32 26 189 MSSA 7 4 4 32
Campylobacter jejuni 66 52 36 294 Enterobacter spp. 16 20 35 166 (A7 Vs Kbk 0 0 0 0
Campylobacter coli 0 0 1 1 Enterococcus_spp. 162 168 212 1141 &t 9 16 12 86
Campylobacter jejuni/coli 7 6 5 37 Escherichia coli 349 353 428 2452 S. aureus 9 16 12 86
Clostridium perfringens 1 1 1 4 Klebsiella pneumoniae 83 59 104 531 MRSA 2 1 2 23
Escherichia coli, EHEC/STEC 2 1 2 5 Pseudomonas aeruginosa 53 45 54 333 e |MSSA 2 6 5 36
Escherichia coli, ETEC 0 0 1 1 Staphylococcus aureus 29 34 46 266 % AF VUK 0 0 0 0
Escherichia coli, Z M1t 8 11 8 44 Staphylococcus =17 77— R Ratk 47 65 87 472 18 4 7 7 59
Salmonella 04 1 0 2 6 [ 774 777 993 5563 S. aureus 4 7 7 59
Salmonella O7 0 0 2 5 A 1410 1484 1751| 10927 MRSA 0 0 0 0
Salmonella 08 0 1 1 4 . B MSSA 0 0 0 0
Salmonella 09 1 0 0 3 1fiifZ e ATV ABRE 0 0 0 0
Salmonella_ 013 0 1 1 2 B i 5H 64 7H & &t 0 0 0 0
Salmonella AR 0 0 0 1 Anaerobes 13 13 14 86 S. aureus 0 0 0 0
Shigella sonnei 0 0 0 1 Escherichia coli 84 101 85 580 MRSA 17 15 18 114
Staphylococcus aureus 9 16 12 86 Haemophilus influenzae 1 0 1 10 MSSA 12 19 28 151
Yersinia pseudotuberculosis 0 0 0 1 Listeria monocytogenes 1 1 1 6 R ATV KRR 0 0 0 1
[Pl 95 89 73 497 Pseudomonas aeruginosa 5 7 7 48 &E 29 34 46 266
A 549 529 495| 3625 Salmonella Paratyphi A 1 0 0 1 S. aureus 29 34 46 266
Salmonella spp. 1 0 0 5 MRSA 14 7 13 83
{5 (TALR) Staphylococcus aureus 51 25 34 251 i IMSSA 37 18 21 168
A )L AL, 55 6] A &t Staphylococcus =7 77 —Patk 83 61 108 539 e AF LV R 0 0 0 0
adenovirus 40/41 2 4 1 8 Streptococcus B 3 3 8 29 &t 51 25 34 251
norovirus FE A 0 2 1 34 Streptococcus pneumoniae 11 0 0 41 S. aureus 51 25 34 251
rotavirus 6 0 1 20 [k 254 211 258 | 1596 MRSA 95 82 92 734
[ 8 6 3 62 A 3743 3489 4086 | 26339 Wi MSSA 61 57 68 536
A 54 76 57 558 g PTVI AR 0 0 0 0
WK, RE RS RB LN TR HOME ~ & 156 139 160 1270
{58 (i) i 5H 6H 7H &3 S. aureus 156 139 160 1270
[EE% 5A | 64 | 74 | &it | Haemophilus influenzae 48 63 66 390 MRSA 130 117 133 1011
A 0] 2 1] 5] Klebsiella pneumoniae 82 63 64 448 MSSA 119 104 126 921
Legionella pneumophila 0 0 1 1 it [ AF U RBRE 0 0 0 0
AR Mk, Nk, BIffikZRE) Mycobacterium tuberculosis 1 1 1 7 &t 249 221 259 | 1932
4 5H 6 7H &3 Mycoplasma pneumoniae 0 0 1 6
Anaerobes 4 10 3 54 Pseudomonas aeruginosa 98 75 82 659
Escherichia coli 20 8 17 102 Staphylococcus aureus 156 139 160 1270
Klebsiella pneumoniae 4 7 4 37 Streptococcus A 2 2 0 6
Mycobacterium spp. 0 0 0 1 Streptococcus B 8 9 17 76
Pseudomonas aeruginosa 3 3 2 36 Streptococcus pneumoniae 43 25 31 318 FEABRER RIS (IR2HE) Fr304E
Staphylococcus aureus 4 7 7 59 [Pl 438 377 423 3181
Staphylococcus =17 77 —ERatk 4 8 7 25 A 1570 1353 1551 | 10929 [CC D)
Streptococcus pneumoniae 0 0 0 2 R4 5H 6 7H i
AR 39 43 40 316 DRI FE =137 B SR EGE (W) ¥ Campylobacter jejuni/coli 0 0 2 2
A 276 248 279 2047 AR 5H 64 74 &t Escherichia coli, EHEC/STEC 0 1 2 4
Candida albicans 37 37 31 218 Salmonella 04 1 3 2 10
BhiE Chlamydia trachomatis 2 6 2 19 Salmonella 07 0 3 2 12
Eliga 5H 64 7H &at Neisseria gonorrhoeae 0 0 0 1 Salmonella O8 1 4 4 20
Streptococcus pneumoniae 2 0 0 5 Streptococcus B 31 30 41 244 Salmonella 09 1 1 1 3
[ER=d 2 0 0 5 Trichomonas vaginalis 0 1 1 4 Salmonella 013 0 0 0 2
A 71 80 86 565 [ 70 74 75 486 Shigella sonnei 0 0 0 2
A 553 686 476 | 3441 PR 3 12 13 55
NHEH 36 L ON S IHEHA NS O R L A 5991 | 12239 6405 | 47606
i 5H 64 7H &3
Haemophilus influenzae 72 97 73 491 {5 (TALR)
Neisseria meningitidis 0 0 1 1 [T AN 24 sH | 64 [ 78 | &3 |
Streptococcus A 15 10 10 56 [BEE 0] 0] o] 167]
Streptococcus pneumoniae 42 44 52 258
2k 129 151 136 806
A 1024 959 1046 [ 7117
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