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2019.1.21 5%

{5 G JR B&h/e S. aureus DR
A 104 114 127 aat HE 4 104 114 125 et A, 104 114 127 &t
Aeromonas hydrophila 0 0 0 2 Acinetobacter spp. 0 0 2 20 MRSA 9 5 10 100
Bacillus cereus 0 0 0 1 Candida albicans 33 35 20 342 MSSA 5 5 4 52
Campylobacter jejuni 38 57 33 497 Enterobacter spp. 25 28 18 311 & [AF U Kkt 0 0 0 0
Campylobacter coli 0 1 0 4 Enterococcus spp. 188 163 132 1944 &t 14 10 14 152
Campylobacter jejuni/coli 5 13 4 69 Escherichia coli 383 362 364 4363 S. aureus 14 10 14 152
Clostridium perfringens 0 0 0 4 Klebsiella pneumoniae 110 93 75 1009 MRSA 0 3 8 40
Escherichia coli , EHEC/STEC 1 0 0 9 Pseudomonas aeruginosa 59 47 46 610 7 MSSA 4 6 6 68
Escherichia coli , Z D1t 8 6 5 89 Staphylococcus aureus 40 41 39 474 Sl AF VR 0 0 0 0
Plesiomonas shigelloides 0 0 0 1 Staphylococcus =27 77— Btk 71 50 43 769 - &t 4 9 14 108
Salmonella 04 4 0 0 22 [hHc 909 819 739 9842 S. aureus 4 9 14 108
Salmonella 07 3 0 0 12 TRAEEK 1757 1617 | 1588 [ 19260 MRSA 0 0 0 0
Salmonella 08 0 0 0 4 B MSSA 0 0 0 1
Salmonella_09 0 0 0 5 ik ?& AF VYRR 0 0 0 0
Salmonella_03, 10 0 0 1 1 B 4 104 114 121 & (Exis 0 0 0 1
Salmonella_ 013 0 0 0 2 Anaerobes 9 13 10 150 S. aureus 0 0 0 1
Salmonella #ERH] 0 0 0 1 Escherichia coli 84 87 90 1043 MRSA 15 19 15 203
Shigella sonnei 1 1 0 3 Haemophilus influenzae 0 0 1 11 MSSA 25 22 24 270
Staphylococcus aureus 14 10 14 152 Listeria monocytogenes 1 1 0 10 R ATV R 0 0 0 1
Yersinia pseudotuberculosis 0 0 0 1 Neisseria meningitidis 0 0 1 1 &t 40 41 39 474
[ 74 88 57 879 Pseudomonas aeruginosa 13 6 4 94 S. aureus 40 41 39 474
A 464 438 518 6044 Salmonella Paratyphi A 1 0 0 2 MRSA 15 13 11 153
Salmonella spp. 0 1 0 8 o MSSA 24 17 23 276
fifi (TA/LR) Staphylococcus aureus 39 30 34 429 e AF VR 0 0 0 0
AV AL 104 114 124 ik Staphylococcus =72 5 —Patk 77 96 69 968 At 39 30 34 429
adenovirus 40/41 1 0 0 11 Streptococcus B 4 2 2 45 S. aureus 39 30 34 429
norovirus A 1 4 5 45 Streptococcus pneumoniae 3 3 1 55 MRSA 130 124 108 1290
rotavirus 0 2 0 22 %k 231 239 212 2816 e MSSA 67 68 48 834
otk 2 6 5 78 TR 4072 3801 3644 | 45541 9% AF VUK 0 0 0 0
A 27 65 71 814 &t 197 192 167 2135
WK, S WS RIS SOV F RIEN SO AL S. aureus 197 192 167 | 2135
f# (i) HREA 104 114 124 &t MRSA 169 164 157 | 1794
[ 4 [ 108 [ 117 [ 124 [ &zF | Haemophilus influenzae 36 61 68 666 4 [MssA 125 118 111] 1505
B | 0] 1] 1] 8 | Klebsiella pneumoniae 74 68 60 825 B AF U kA 0 0 0 0
Legionella pneumophila 0 0 0 1 &t 294 282 268 3299
R (7K, ik, BIfik/eL) Mycobacterium tuberculosis 6 2 3 19
EFEL 104 111 124 ot Mycoplasma pneumoniae 1 1 1 11
Anaerobes 13 3 5 97 Pseudomonas aeruginosa 125 112 96 1209
Escherichia coli 22 17 19 198 Staphylococcus aureus 197 192 167 2135
Klebsiella pneumoniae 16 5 7 83 Streptococcus A 2 6 0 17 FAEAREINRERES (R2SHE)
Mycobacterium spp. 0 0 0 1 Streptococcus B 15 8 7 120
Pseudomonas aeruginosa 8 2 3 59 Streptococcus pneumoniae 35 43 46 513 58 Gl #)
Staphylococcus aureus 4 9 14 108 [ 491 493 448 5516 s 104 114 124 &t
Staphylococcus =27 77— Bk 6 5 5 59 B 1644 1719 1594 | 18887 Campylobacter jejuni/coli 0 0 0 2
Streptococcus pneumoniae 0 0 0 2 Escherichia coli , EHEC/STEC 1 0 0 7
st %k 69 41 53 607 PRI FET - A G (W) Y Salmonella_04 1 0 0 18
A5 308 304 291 3533 HfE4 104 114 124 &t Salmonella 07 1 4 0 21
Candida albicans 34 31 24 371 Salmonella 08 1 1 1 26
iR Chlamydia trachomatis 4 0 0 26 Salmonella 09 0 0 1 5
EFEL 104 114 124 ot Neisseria gonorrhoeae 1 0 1 3 Salmonella 013 0 0 0 2
Staphylococcus aureus 0 0 0 1 Streptococcus B 43 41 38 429 Shigella sonnei 0 0 0 2
Streptococcus B 0 0 0 1 Trichomonas vaginalis 0 0 0 5 [ 4 5 2 83
Streptococcus pneumoniae 0 0 1 6 [EPEE 82 72 63 834 TR 6590 5823 5409 [ 77169
FE %L 0 0 1 8 A 538 444 409 [ 5762
A5 81 73 69 946 81 (TANR)
ANV AL 104 114 124 ot
MREFFS KO s MASEH DRk} norovirus G II 1 0 0 1
R4 104 114 124 oF norovirus #ERH 0 0 1 1
Haemophilus influenzae 40 45 60 725 [ 1 0 1 2
Neisseria meningitidis 0 0 0 1 TR 69 55 56 348
Streptococcus A 3 10 4 86
Streptococcus pneumoniae 25 33 34 437
[ 68 88 98 1249
A 985 989 1002 | 11864
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2019/1/22B4¢
A VARG e - i R (G ) TR R A R ARV (7 A5
A NAL, 10H |11H 124 | H#0H~) EfE4 e (108 [ 1A [ 128 [/t ~)| &0 A ~) 10H | 11H |12 | H#0H~)
a7y — ARES 1 Bacillus cereus B ORAIF 1 4 4 1 2
a7 y%— AREAA 1 3 P 0 2 0
27Y R ARSE 3 Campylobacter jejuni BRI 2 ! 3 21 83 3 0
27 y%— ARE6H 31 2| 2 11 i peifis| 3| 8| 3 62 4 1
27Y yX— ARE 2 Campylobacter coli il 2 5 6 0
27 y% — AREL0A 1 i P 0 8 0
27V % AREIGE 10 6 2 33 Campylobacter sp. BRI 0 0 9 0
274 v% — BRf 47 2 5 i P 0 11 0
279 y% — BRESH 3 Clostridium perfringens il ! 2 3 37 12 3
T 71 D68 3 P 0 TR 13 0
70 ATIE ! 2 Enterococcus faecalis BRI ! ! 1 18 0
To— 3% 2 AP 0 22 0
T —114 25 i e BRI 1 23 0
E—y P E. coli, EHEC/VTEC g 3 4 95 2
/j\/:, 38 2 10 Salmonella O4 i%f%ﬂ 2 5 28 0
A1) 7 LR 2 5/27/44 0
ARLA 7 v (H1pdm09 HE7Y) 5 51 28 69 . BRERAIE 0 14/49 0
— Salmonella O7 - 1
AR T (H3HAY) 2 69 LR 1 B3264 1 2 3
BAILAL 7 VA (1L R 77 i BRORAT 0 imp.19 0
— Salmonella O8 - 1
BELAL 7V CREEARHT) 1 1 PR 1 uT 0
ISGAL T VT OH 1 Staphylococeus aureus BRERAT 1| 7 32 i LR 0] 1] 2 11
RS 41 2| 5 33 i P 0 TR (AL 1| 2| 2 16
Lo 7% 2 Streptococcus anginosus BT ! ! 1
it 2 1 3 8 YT 0 STDJE AL
Ju 1 2 21 . B ORAJ 0 104 | 11A 128 [&#0A~)
- Vibrio cholerae - 1
24 (ARE) 1 10 NI 1 it (PCG) 0 0 0 1
ERAY =2 —F 16 Vorsinia enterocolitica BRI 0 . WREE RS MR (CFIX) of o o 1
77/ 1 1 1 9 LAPIIE] 1 1 [l of o o 3
?’?/ 27 1 1 6 Kt fﬁ%@? 5| 3| 15 105 176 HA R (A 0 1 1 7
77 ) 3 2 2 2 8 ] 8 4 71 . . . B3 0 1 0 1
— Chlamydia trachomatis —
77 ) 5% 3 R gROAE [ 13| 20 19 239 808 R 0 1 1 7
77 /315! 1 sperfigs| 43| 47| 46 659 U ureaiticum Ro IS 0 1 o 3
77 A1 4 ] AR A 0 1 1 7
77 )RR AR 1 BRORAE S TITERBEAMEDTIUAT (R rh B A S
VZV OKJE R PRIEZ T AV R) 2 1 1 10 PRI AR T T R (OB R )
HLffi~ L~ 1) 1
AT 1 1 5
PR AR 34| 23] 52 471
LS 56 | 51| 67 787
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