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1. o i) 5. I 9. i &7~ S. aureus DPER
i 14 &t L% 14 el i 14 el
Campylobacter jejuni 22 22 Acinetobacter spp. 2 2 MRSA 9 9
Campylobacter jejuni/coli 3 3 Candida albicans 29 29 1 MSSA 3 3
Escherichia coli , =M1l 3 3 Enterobacter spp. 18 18 K| AFIVFE 0 0
Salmonella 04 1 1 Enterococcus spp. 147 147 | 5 12 12
Staphylococcus aureus 12 12 Escherichia coli 415 415 S. aureus 12 12
FE P 41 41 Klebsiella pneumoniae 78 78 MRSA 3 3
A 455 455 Klebsiella aerogenes 4 4 2 MSSA 2 2
Pseudomonas aeruginosa 57 57 | AFIVABE 0 0
L KfE (ALR) Staphylococcus aureus 42 42 | AEt 5 5
AV A%, 1H &t Staphylococcus =17 77—tk 62 62 S. aureus 5 5
norovirus £ 7~B 8 8 [ 854 854 MRSA 1 1
rotavirus 2 2 A 1935 1935 3 MSSA 1 1
e 10 10 Wi AFT VU EKBE 0 0
IR 43 43 6. i A 2 2
B4 1H ok S. aureus 2 2
L KfE (Jgid) Anaerobes 6 6 MRSA 13 13
Ji 144 14 Gt Escherichia coli 105 105 5 MSSA 29 29
AR 7 7 Enterobacter spp. 3 3 i AF VR 0 0
Klebsiella pneumoniae 13 13 oK oN:18 42 42
2. gl Mook, IEK, BIffi7ed) Listeria monocytogenes 2 2 S. aureus 42 42
B R4 15 &t Neisseria meningitidis 1 1 MRSA 12 12
Anaerobes 5 5 Pseudomonas aeruginosa 7 7 6 MSSA 29 29
Escherichia coli 15 15 Staphylococcus aureus 41 41 | AFIVRRERE 0 0
Enterobacter spp. 1 1 Staphylococcus =27 77— Rk 75 75 w &t 41 41
Klebsiella pneumoniae 9 9 Streptococcus B 3 3 S. aureus 41 41
Klebsiella aerogenes 1 1 Streptococcus pneumoniae 3 3 MRSA 107 107
(IH Enterobacter aerogenes ) 7
Mycobacterium spp. 1 1 [ 259 259 vz [ MSSA 110 110
Pseudomonas aeruginosa 5 5 A 4230 4230 % | ATV R 0 0
Staphylococcus aureus 5 5 oN:18 217 217
Staphylococcus =177 F—Patk 1 1 7., KA RIS L O T RGED SO EL S. aureus 217 217
R 43 43 B4 14 fou MRSA 145 145
A 385 385 Haemophilus influenzae 88 88 A MSSA 174 174
Klebsiella pneumoniae 61 61 B AF VKR 0 0
3. iR Mycobacterium tuberculosis 3 3 oN:18 319 319
o 1H &t Mycoplasma pneumoniae 1 1
Neisseria meningitidis 1 1 Pseudomonas aeruginosa 112 112
Staphylococcus aureus 2 2 Staphylococcus aureus 217 217
B A 3 3 Streptococcus A 1 1 HERARBRRRES (RIEREEES)
A 92 92 Streptococcus B 13 13
Streptococcus pneumoniae 69 69 1. KAE GHEd)
4. WHEHPB JORIATEN DO R e 565 565 P4 14 it
B4 14 &t A 2093 | 2093 Campylobacter jejuni/coli 1 1
Haemophilus influenzae 41 41 Salmonella O8 1 1
Streptococcus A 3 3 8. JRIE FI I T ESE B (W) W Salmonella Ol 2 2
Streptococcus pneumoniae 28 28 Eiita 1H o IS 4 4
[ 72 72 Candida albicans 31 31 IR 5608 | 5608
A 1031 1031 Chlamydia trachomatis 3 3
Streptococcus B 28 28 1. RIE (UANLRA)
eSS 62 62 JA VAL, 14 a5
M 438 438 IR 54 54




TP AR IR DL

2019/2/188i1E
T A VAL B - f R, G SD ABEVEE B GE 2
A VAL, LH | A& LH | A&
ayYoi— AREATY 1 1 1 1 1
ayYo— ARE6TY 1 1 2 0
a9 % — BRESAY 1 1 3 0
ARBIA T 2 (Hl1pdmO9HE ) 40 | 40 4 0
AR T W (H3HEARY) 25| 25 6 0
BRIAL 7 LW (LU EHE) 1 1 8 0
B 3 3 9 0
Vi 3 3 11 0
ERAX =0 —F 1 1 12 0
7T/ 3% 2 2 THIRI] 13 0
VZV OKIEHIRIEZB D A L R) 1 1 18 0
AR AR 79 79 22 0
RN 97| 97 23 0
25 0
TR R B AR R 28 0
B4 = | 18 | /G| &5 5/27/44 0
. BR{Rbt 0 14/49 0
Campylobacter jejuni g 5 5 9 53264 0
. BRI 1 1 imp.19 0
Campylobacter coli g 5 1 UT 0
Staphylococcus aureus BEIRAT 2 2 2 S ! !
H g TR 0 TRAERR IS 1 1
T BR IR 3

PRI i 5 137 51 | sroas
. LR 4 1A | &3
PRI Roeris| 44 | 44 18 i (PCG) 0 0
Nz IR ME S (CFIX) 0 0
ROMIE A TREERMENIZEET (& R R A %) (AR 0 0
HgeTie . AR TR T RIERE Uk BERAES) RA R 0 0
) . (AR 0 0
Chlamydia trachomatis A Rk 0 0
) (AR 0 0
U.urealyticum ree 0 0
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