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Campylobacter jejuni 22 22 44
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Salmonella 04 1 2 3
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Anaerobes 5 4 9
Escherichia coli 15 19 34
Enterobacter spp. 1 6 7
Klebsiella pneumoniae 9 3 12
Klebsiella aerogenes 1 2 3
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Neisseria meningitidis 1 1 2
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Haemophilus influenzae 41 28 69
Streptococcus A 3 0 3
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Acinetobacter spp. 2 2 4
Candida albicans 29 29 58
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Enterococcus spp. 147 154 301
Escherichia coli 415 339 754
Klebsiella pneumoniae 78 60 138
Klebsiella aerogenes 4 3 7
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Anaerobes 6 8 14
Escherichia coli 105 76 181
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Klebsiella pneumoniae 13 9 22
Klebsiella aerogenes 0 1 1
Listeria monocytogenes 2 0 2
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Haemophilus influenzae 88 53 141
Klebsiella pneumoniae 61 53 114
Mycobacterium tuberculosis 3 3 6
Mycoplasma pneumoniae 1 0 1
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Candida albicans 31 19 50
Chlamydia trachomatis 3 4 7
Neisseria gonorrhoeae 0 1 1
Streptococcus B 28 30 58
Trichomonas vaginalis 0 1 1
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