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s 14 2H 3A &at
Campylobacter jejuni 22 26 34 82
Campylobacter coli 0 0 1 1
Campylobacter jejuni/coli 3 2 4 9
Escherichia coli, Z D1t 3 0 0 3
Salmonella 04 1 2 0 3
Salmonella O7 0 1 0 1
Staphylococcus aureus 12 12 14 38
Yersinia pseudotuberculosis 0 1 0 1
Ao 41 44 53 138
A 455 540 470 1465
& (A2)
TAIAL 14 24 34 &k
adenovirus 40/41 0 0 1 1
norovirus FEAS B 8 17 9 34
rotavirus 2 2 5 9
Ao 10 19 15 44
A 53 98 59 210
& (i)
Ji A 14 2A 34 &
A 7 7 1 15
ZERR (oK, BEoK, BIHiRZRE)
B 14 2J] 3] o
Anaerobes 5 4 10 19
Escherichia coli 15 22 11 48
Enterobacter spp. 1 6 4 11
Klebsiella pneumoniae 9 3 10 22
Klebsiella aerogenes 1 2 2 5
Mycobacterium spp. 2 0 0 2
Pseudomonas aeruginosa 5 7 4 16
Staphylococcus aureus 5 5 7 17
Staphylococcus =177 7 —E ek 1 3 4 8
Ao 44 52 52 148
A 385 346 366 1097
B
B 14 2J] 3] oat
Neisseria meningitidis 1 1 0 2
Staphylococcus aureus 2 1 0 3
[Fle= 3 2 0 5
R 92 71 75 238
NEEEFS SOV AR D D FF A}
B4 14 2 34 ot
Haemopbhilus influenzae 41 50 59 150
Streptococcus A 3 5 4 12
Streptococcus pneumoniae 28 32 34 94
[ 72 87 97 256
R 1031 845 803 2679

UREHE (RIEREE
rﬁ1$*ﬁﬂj4klﬁiﬁ J'l: E. n\
SR
ERER 14 2 34 ot
Acinetobacter spp. 2 2 5 9
Candida albicans 29 26 27 82
Enterobacter spp. 18 18 10 46
Enterococcus spp. 147 162 136 445
Escherichia coli 415 370 352 1137
Klebsiella pneumoniae 78 67 73 218
Klebsiella aerogenes 4 3 6 13
Pseudomonas aeruginosa 57 45 45 147
Staphylococcus aureus 42 33 30 105
Staphylococcus =277 7 —Y &tk 62 68 44 174
Ao 854 794 728 2376
A 1935 1619 1556 5110
i
EEA 11 2J] 3] o
Anaerobes 6 8 20 34
Escherichia coli 105 91 89 285
Enterobacter spp. 3 2 2 7
Klebsiella pneumoniae 16 8 17 41
Klebsiella aerogenes 0 2 2 4
Listeria monocytogenes 2 0 2 4
Neisseria meningitidis 1 1 0 2
Pseudomonas aeruginosa 7 3 3 13
Staphylococcus aureus 41 29 44 114
Staphylococcus =17 77— Bk 75 71 76 222
Streptococcus B 3 3 4 10
Streptococcus pneumoniae 3 5 3 11
Bt 262 223 262 747
A 4230 3527 3943 | 11700
W, KBRS IRB IO F RO Ok
ERER 14 2 34 ot
Anaerobes 0 0 1 1
Haemophilus influenzae 88 64 47 199
Klebsiella pneumoniae 61 62 49 172
Legionella pneumophila 0 0 1 1
Mycobacterium tuberculosis 3 4 2 9
Mycoplasma pneumoniae 1 0 1 2
Pseudomonas aeruginosa 112 92 103 307
Staphylococcus aureus 217 181 166 564
Streptococcus A 1 2 3 6
Streptococcus B 13 19 7 39
Streptococcus pneumoniae 69 40 56 165
Bt 565 464 436 1465
A 2093 | 1708] 1690 | 5491
PRAE EIo I G G (5) W)
EREE 14 24 34 ot
Candida albicans 31 19 22 72
Chlamydia trachomatis 3 4 8 15
Neisseria gonorrhoeae 0 1 2 3
Streptococcus B 28 32 45 105
Trichomonas vaginalis 0 1 0 1
Bt 62 57 77 196
FRAEE 438 403 481 1322

2019.4.155 7%
&7z S. aureus DPNER
T4 14 2/ 3/ &t
MRSA 9 6 9 24
1 MSSA 3 6 5 14
K[ AF IV Rd 0 0 0 0
fE | &&t 12 12 14 38
S. aureus 12 12 14 38
MRSA 3 2 3 8
2 MSSA 2 3 4 9
%[ AF LUK 0 0 0 0
il &3 5 5 7 17
S. aureus 5 5 7 17
MRSA 1 1 0 2
3 MSSA 1 0 0 1
i | ATV R 0 0 0 0
W | __&Et 2 1 0 3
S. aureus 2 1 0 3
MRSA 13 17 16 46
5 MSSA 29 16 14 59
W AF LV KA 0 0 0 0
L 42 33 30 105
S. aureus 42 33 30 105
MRSA 12 7 25 44
6 MSSA 29 20 19 68
[ AF VR 0 2 0 2
W _&F 4 29 44 114
S. aureus 41 29 44 114
MRSA 107 115 113 335
7 MSSA 110 66 53 229
/8 % SRR A 0 0 0 0
| B 217 181 166 564
S. aureus 217 181 166 564
MRSA 145 148 166 459
& [_MSSA 174 111 95 380
i %7’“ LR 0 2 0 2
&2 319 261 261 841
SR AR R s (BT A EE T AR)  F 314
KAE ()
B4 14 2A 3A &k
Campylobacter jejuni/coli 1 1 0 2
Escherichia coli, EHEC/STEC 0 0 2 2
Salmonella O8 1 2 1 4
Salmonella 09 0 0 1 1
Salmonella O3, 10 0 0 1 1
| Salmonella Z D i 2 0 1 3
G ER 4 3 6 13
i A1 5608 5587 5131] 16326
K (TA/VR)
7 A IVAL 14 2H 34 &t
RAEE 54 53 45 152
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2019/4/17T84F
T AIVA G Bl - B R (RE ) ABEVA I ()
A VAL, 1A |24 |3A | &&t 1A |2A|3A | &&t
a7 — AREAR 1 1 1 1 3 4
aZY vk — ARG 1 1 1 3 2 0
a7 yX%— Bif 3% 1 1 3 0
aZ4 v — BRE 55 1 1 4 0
ARLA T LW (HlpdmO9 HE ) 41 14| 6| 61 6 0
AR T LB (H3iHA) 26| 46| 16| 88 8 0
BALA L T W (IUTER ) 1 1 9 0
BRLA LTV (BN T R 4 11 0
RS 1 4 12 0
s 7| 14 TR 13 0
% 71 10 18 0
4= 31 6] 12 22 0
a4 (ARF) 2 2 23 0
ERAF = 2—F 1 3 7 25 0
7T oM 2 28 0
7T/ 3 2 2 4 5/27/44 0
7T/ AR 2 2 14/49 0
VZV OKIEHHRIEIB T AL R) 1 1 2 B3264 1 1
PP ERR S 82| 81| 61| 224 imp.19 0
R 97 [ 106 [ 123 | 326 uT 1 1
Bt 3 1 0] 5 6
TR R AR R RAAR AR 1| o 6 7
L% WmaE=E | 1A |28 | 38 [ /G| &FF
L BRORMIF 9 STD A
Campylobacter jejuni it 5 5 " 26 TIECRER ST
) BRIRAF 1 1 i (PCG) o] o] o0 0
Campylobacter coli e 1 . —
TR 0 WS RS M (CRIX) o] o] o0 0
BRIRAF 1 1 Bt Ex o] o] o0 0
Campylobacter sp. e 1
TR 0 R 0] o] o 0
. . BRIRAF 6] 9] 15 ) . Bt 3k o] o] o0 0
Clostridium perfringens i 5 15 Chlamydia trachomatis reTye 5 5 5 5
. BROROT 1 1 , ) B PR 0] o] of o
E. coli, EHEC/VTEC KT : ; 2 U.urealyticum ey 0 0 5 5
BRIRAF 1 1
Salmonella O7 . 5 1
BRIRAF 3 3
Salmonella O8 it 5 3
BRIRAF 0
Salmonella O9 iyt ; ) 1
BRIRAF 2| 7] 15| 24
Staphylococcus aureus i 5 24
PUTRE BRI 15[ 37| 55
TR R i il R 74
e n B A 58 92| 154
PRI | 44 | 43| 47| 134 288
BRORE ¢ AP THERERORGEDTITAT (& P 7 PR A %)
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