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{58 (KA NHEE IS J OV SR NHERA S DR PRIEFT 3B S B (5ri)
e 41 54 61 il B4 41 54 61 &l B4 41 54 61 &l
Campylobacter jejuni 55 38 53 229 Haemophilus influenzae 48 51 38 287 Candida albicans 47 49 48 216
Campylobacter coli 0 0 0 1 Streptococcus A 7 8 8 47 Chlamydia trachomatis 5 1 0 21
Campylobacter jejuni/coli 5 6 10 29 Streptococcus pneumoniae 37 39 32 202 Neisseria gonorrhoeae 1 1 0 5
Escherichia coli, EHEC/STEC 0 5 3 8 kR 92 98 78 536 Streptococcus B 67 86 68 326
Escherichia coli, & D1 0 0 0 3 A 924 995 902 5602 Trichomonas vaginalis 0 0 1 2
Salmonella 04 0 1 3 7 %k 120 137 117 570
Salmonella O7 1 1 3 6 JR B 748 589 741 3400
Salmonella 08 2 2 1 5 B4 44 54 64 &l
Salmonella 09 0 4 0 4 Acinetobacter spp. 4 3 1 17 Sz S. aureus DGR
Salmonella 018 0 1 0 1 Candida albicans 56 41 46 225 R4 41 51 61 ik
Staphylococcus aureus 11 15 14 78 Enterobacter spp. 25 26 32 129 MRSA 10 9 12 55
Yersinia enterocolitica 0 0 1 1 Enterococcus spp. 248 274 284 1251 1 MSSA 1 6 2 23
Yersinia pseudotuberculosis 0 0 0 1 Escherichia coli 546 558 486 | 2727 K| AFVVRABE 0 0 0 0
%k 74 73 88 373 Klebsiella pneumoniae 96 104 103 521 il &3 11 15 14 78
R 590 542 560 3157 Klebsiella aerogenes 5 8 19 45 S. aureus 11 15 14 78
Pseudomonas aeruginosa 59 53 67 326 MRSA 2 6 4 20
{# (AL RA) Staphylococcus aureus 46 70 46 267 2 MSSA 8 11 9 37
A VA% 45 5/] 6/1 At Staphylococcus =17 77—V afk 102 140 124 540 ZE | ATV AR 0 0 0 0
adenovirus 40/41 5 1 5 14 oSk 1187 1277 1208 6048 il &EF 10 17 13 57
norovirus #ERHH 10 5 0 57 TRA 2460 2549 2447 | 12566 S. aureus 10 17 13 57
rotavirus 11 8 5 36 MRSA 0 0 1 3
e 26 14 10 107 Btk 3 MSSA 0 0 1 2
RAEK 76 91 72 508 B 4, 471 54 64 AR B | ATV KA 0 0 0 0
Anaerobes 34 30 24 122 wl &EF 0 0 2 5
{E (| ) Escherichia coli 163 115 135 698 S. aureus 0 0 2 5
Ji 4 [ a0 [ 51 | 61 [ &t | Enterobacter spp. 7 7 9 30 MRSA 21 23 20 110
IS [ 5| 3] 3] 26 | Haemophilus influenzae 1 2 0 3 5 MSSA 25 47 26 157
Klebsiella pneumoniae 30 20 27 118 B ATV KR 0 0 0 0
ZEili (7K, ek, BIfikZRE) Klebsiella aerogenes 0 1 0 5 TS 46 70 46 267
FH FEA 47 5H 6H &EF Listeria monocytogenes 2 2 1 9 S. aureus 46 70 46 267
Anaerobes 29 21 19 88 Neisseria meningitidis 0 0 0 2 MRSA 26 19 29 118
Escherichia coli 24 14 22 108 Pseudomonas aeruginosa 12 13 5 43 6 MSSA 32 31 16 147
Haemophilus influenzae 0 1 0 1 Salmonella spp. 1 3 4 8 m | AFIVRBE 0 0 0 2
Enterobacter spp. 3 0 9 23 Staphylococcus aureus 58 50 45 267 wl &EF 58 50 45 267
Klebsiella pneumoniae 6 8 9 45 Staphylococcus 17 77— Bz 120 109 129 580 S. aureus 58 50 45 267
Klebsiella aerogenes 0 1 4 10 Streptococcus B 1 3 9 23 MRSA 158 147 144 784
Mycobacterium spp. 2 1 1 6 Streptococcus pneumoniae 3 5 6 25 7 MSSA 147 146 108 630
Pseudomonas aeruginosa 4 9 3 32 ot % 432 360 394 1933 /-4 AF VKR E 0 0 0 0
Staphylococcus aureus 10 17 13 57 R 6170 6470 6159 | 30499 IR &EF 305 293 252 1414
Staphylococcus =277 7 —F &tk 7 9 8 32 S. aureus 305 293 252 1414
Streptococcus pneumoniae 0 0 1 1 R, KB WS HERB LN FRUEN SO EL MRSA 217 204 206 1086
%k 85 81 89 403 BEfE4 4 54 61 &t & MSSA 213 241 152 986
A 414 419 400 2310 Anaerobes 52 40 48 141 H AF UV R 0 0 0 2
Haemophilus influenzae 73 88 65 425 Fax18 430 445 358 2074
BEIR Klebsiella pneumoniae 67 89 76 404
44 4A 5/ 61 &gt Legionella pneumophila 0 0 0 1
Escherichia coli 1 1 0 2 Mycobacterium tuberculosis 28 25 28 98
Listeria monocytogenes 1 1 0 2 Mycoplasma pneumoniae 1 0 0 3
Neisseria meningitidis 0 0 0 2 Pseudomonas aeruginosa 138 139 129 713
Staphylococcus aureus 0 0 2 5 Staphylococcus aureus 305 293 252 1414
Streptococcus B 0 0 1 1 Streptococcus A 0 4 2 12
Streptococcus pneumoniae 1 0 0 1 Streptococcus B 26 18 12 95
[CRERe 3 2 3 13 Streptococcus pneumoniae 46 54 46 311
R 172 172 149 731 %k 736 750 658 3617
A 2677 2719| 2500 ] 13778
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