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{58 GHTA) MHEE 36 JONER AEED & DR L SRIEET T E BB ()
| EEA 5/] 61 7] At B 5/] 61 7] At B 5/] 61 7] &t
Aeromonas sobria 0 0 1 1 Haemophilus _influenzae 51 38 39 326 Candida albicans 49 48 68 284
Campylobacter jejuni 38 53 71 300 Streptococcus A 8 8 8 55 Chlamydia trachomatis 1 0 1 22
Campylobacter coli 0 0 0 1 Streptococcus pneumoniae 39 32 38 240 Neisseria gonorrhoeae 1 0 0 5
Campylobacter jejuni/coli 6 10 5 34 [ 98 78 85 621 Streptococcus B 86 68 84 410
Escherichia coli, EHEC/STEC 5 3 2 10 IRAEE 995 902 969 | 6571 Trichomonas vaginalis 0 1 0 2
Escherichia coli, Z D1t 0 0 0 3 [ 137 117 153 723
Salmonella_ 04 1 3 4 11 R e 589 741 827 4227
Salmonella 07 1 3 0 6 B4 5H 64 74 Al
Salmonella 08 2 1 0 5 Acinetobacter spp. 3 1 7 24 Sz S. aureus DNER
Salmonella 09 4 0 0 4 Candida albicans 41 46 49 274 FifE4, 5/ 61 7H &t
Salmonella 018 1 0 0 1 Enterobacter spp. 26 32 37 166 MRSA 9 12 9 64
Staphylococcus aureus 15 14 11 89 Enterococcus spp. 274 284 259 1510 1 MSSA 6 2 2 25
Yersinia enterocolitica 0 1 0 1 Escherichia coli 558 486 568 [ 3295 K| AFV R 0 0 0 0
Yersinia pseudotuberculosis 0 0 0 1 Klebsiella pneumoniae 104 103 114 635 il &3 15 14 11 89
IR 73 83 94 467 Klebsiella aerogenes 8 19 15 60 S. aureus 15 14 11 89
A 542 560 618 3775 Pseudomonas aeruginosa 53 67 80 406 MRSA 6 4 9 29
Staphylococcus aureus 70 46 64 331 2 MSSA 11 9 8 45
{f (TALA) Staphylococcus =17 77— P&tk 140 124 228 768 T ATV R 0 0 0 0
VAN AL 51 64 71 o Bhit 2 1277 1208 1421 | 7469 wl AEF 17 13 17 74
adenovirus 40/41 1 5 1 15 R 2549 2447 2788 | 15354 S. aureus 17 13 17 74
norovirus R 5 0 1 58 MRSA 0 1 0 3
rotavirus 8 5 1 37 JiiIR7ES 3 MSSA 0 1 0 2
IR 14 10 3 110 B 54 61 74 aF i AF VR 0 0 0 0
R 91 72 46 554 Anaerobes 30 24 36 158 K 53t 0 2 0 5
Escherichia coli 115 135 150 848 S. aureus 0 2 0 5
{8 (Jeh) Enterobacter spp. 7 9 12 42 MRSA 23 20 29 139
i 54 61 A &5 Haemophilus influenzae 2 0 1 4 5 MSSA 47 26 35 192
A 3 3 5 31 Klebsiella pneumoniae 30 29 46 196 e 2y VARIRAR 0 0 0 0
Klebsiella aerogenes 1 0 1 6 o~ &8t 70 46 64 331
ZERR (MK, fEK, BAMRZRL) Listeria monocytogenes 2 1 3 12 S. aureus 70 46 64 331
B 54 64 7H &E Neisseria meningitidis 0 0 0 2 MRSA 19 29 21 139
Anaerobes 21 19 39 127 Pseudomonas aeruginosa 13 5 9 52 6 MSSA 31 16 32 179
Escherichia coli 14 22 36 144 Salmonella_spp. 3 4 0 8 [ AFIVREE 0 0 0 2
Haemophilus influenzae 1 0 1 2 Staphylococcus aureus 50 45 53 320 wl| &EF 50 45 53 320
Enterobacter spp. 0 9 15 38 Staphylococcus =27 77— R ek 109 129 138 718 S. aureus 50 45 53 320
Klebsiella pneumoniae 8 9 15 60 Streptococcus B 3 9 19 42 MRSA 147 144 176 960
Klebsiella aerogenes 1 4 0 10 Streptococcus pneumoniae 5 6 4 29 7 MSSA 146 108 142 772
Mycobacterium spp. 1 1 3 9 %% 370 396 472 | 2437 g AFLU KRB 0 0 0 0
Pseudomonas aeruginosa 9 3 15 47 A 6470 6159 6853 | 37352 wIl & 293 252 318 1732
Staphylococcus aureus 17 13 17 74 S. aureus 293 252 318 1732
Staphylococcus =17 77— R ek 9 8 5 37 MR, RAE RS NER L FRuE LD E MRSA 204 206 2441 1330
Streptococcus pneumoniae 0 1 0 1 B4 5/ 6/ 7/ &gt 4 _MSSA 241 152 219 1205
IR 81 89 146 549 Anaerobes 40 48 51 192 B AF VR 0 0 0 2
A 419 400 564 2874 Haemophilus influenzae 88 65 98 523 53t 445 358 463 2537
Klebsiella pneumoniae 89 76 107 511
iR Legionella pneumophila 0 0 0 1
BT 54 64 7H 18 Mycobacterium tuberculosis 25 28 45 143
Escherichia coli 1 0 0 2 Mycoplasma pneumoniae 0 0 0 3
Listeria monocytogenes 1 0 1 3 Pseudomonas aeruginosa 139 129 136 849
Neisseria meningitidis 0 0 0 2 Staphylococcus aureus 293 252 318 1732
Staphylococcus aureus 0 2 0 5 Streptococcus A 4 2 2 14
Streptococcus B 0 1 1 2 Streptococcus B 18 12 14 109
Streptococcus pneumoniae 0 0 0 1 Streptococcus pneumoniae 54 46 54 365
[ 2 3 2 15 BEEE 750 658 825 4442
e 172 149 185 916 IRAATE 2719 2500] 2939 | 16717
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