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(I B)

BAEA 8J 97 101 it
Aeromonas hydrophila 1 1 0 2
Aeromonas sobria 1 0 0 2
Campylobacter jejuni 50 42 27 419
Campylobacter coli 2 0 1 4
Campylobacter jejuni/coli 4 7 3 48
Clostridium perfringens 0 1 0 1
Escherichia coli, EHEC/STEC 1 1 0 12
Escherichia coli, Z M1l 0 0 0 3
Plesiomonas shigelloides 0 1 0 1
Salmonella Typhi 0 0 1 1
Salmonella_04 5 3 4 23
Salmonella_O7 1 2 2 11
Salmonella_O8 3 4 0 12
Salmonella_09 0 2 2 8
Salmonella O18 0 0 0 1
Staphylococcus aureus 12 8 8 117
Yersinia enterocolitica 0 0 0 1
Yersinia pseudotuberculosis 0 0 0 1
IR 80 72 48 667
A 638 529 478 | 5420
& (U ANR)

A VAL, 8 A 94 104 a8
adenovirus 40/41 2 0 0 17
norovirus R 0 2 0 60
rotavirus 0 0 0 37
AR 2 2 0 114
A 78 60 70 762
f# ()
JE B4 8H 9H 104 |
A% 6] 1] 6] 44 |
ZERIIR (MoK, ok, BIHink7ZRL)

B4 8H 9H 104 o
Anaerobes 24 22 20 193
Escherichia coli 25 16 40 225
Haemophilus _influenzae 0 0 0 2
Enterobacter spp. 6 7 7 58
Klebsiella pneumoniae 12 8 14 94
Klebsiella aerogenes 2 4 2 18
Mycobacterium spp. 1 1 0 11
Pseudomonas aeruginosa 14 8 6 75
Staphylococcus aureus 17 17 14 122
Staphylococcus =17 75— PRtk 7 8 5 57
Streptococcus pneumoniae 0 0 0 1
R 108 91 108 856
A 502 465 479 | 4320
R

B4 8H 9H 104 it
Escherichia coli 0 0 0 2
Listeria monocytogenes 0 0 0 3
Neisseria meningitidis 0 0 0 2
Staphylococcus aureus 1 0 0 6
Streptococcus B 0 0 0 2
Streptococcus pneumoniae 0 1 1 3
AR 1 1 1 18
A 187 180 176 1459
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B4 8H 9H 104 et B4 8H 9H 104 B
Haemophilus _influenzae 30 39 19 414 Candida albicans 76 57 67 484
Streptococcus A 19 11 4 89 Chlamydia trachomatis 6 7 6 41
Streptococcus pneumoniae 38 45 23 346 Neisseria gonorrhoeae 0 1 0 6
[Pl 87 95 46 849 Streptococcus B 105 84 92 691
B 966 997 970 9504 Trichomonas vaginalis 1 2 2 7
[ 188 151 167 1229
JR NI 845 698 809 [ 6579
B4 8H 9H 104 o
Acinetobacter spp. 7 7 3 41 Sz S. aureus DINGER
Candida albicans 55 54 45 428 Gt 8H 9H 104 | &%
Enterobacter spp. 31 29 31 257 MRSA 9 7 6 86
Enterococcus_spp. 284 264 291 2349 * MSSA 3 1 2 31
Escherichia coli 589 560 537 4981 @ AF LV R 0 0 0 0
Klebsiella pneumoniae 132 129 137 1033 &5t 12 8 8 117
Klebsiella aerogenes 10 16 11 97 S. aureus 12 8 8 117
Pseudomonas aeruginosa 70 88 62 626 MRSA 9 10 7 55
Staphylococcus aureus 79 69 46 525 22| MSSA 8 7 7 67
Staphylococcus =17 75— PRafE 204 202 179 1353 ﬁ;u AF VR 0 0 0 0
[ 1461 1418 1342 [ 11690 Sl &5k 17 17 14 122
A 2819 [ 2538 | 2469 [ 23180 S. aureus 17 17 14 122
MRSA 1 0 0 4
QRS B MSSA 0 0 0 2
T B, ] 97 | 104 | &z «% 2TV RRE 0 0 0 0
Anaerobes 20 21 29 228 &3 1 0 0 6
Escherichia coli 146 145 143 1282 S. aureus 1 0 0 6
Enterobacter spp. 13 13 8 76 MRSA 38 30 15 222
Haemophilus influenzae 0 0 0 4 MSSA 41 39 31 303
Klebsiella pneumoniae 50 52 50 348 R AF VR 0 0 0 0
Klebsiella agrogenes 4 5 2 17 &5t 79 69 46 525
Listeria monocytogenes 1 1 0 14 S. aureus 79 69 46 525
Neisseria meningitidis 0 0 0 2 MRSA 23 31 13 206
Plasmodium spp. 2 1 1 4 i MSSA 54 31 21 285
Pseudomonas aeruginosa 14 26 21 113 W AF LV R 0 0 0 2
Salmonella_spp. 13 2 3 26 &2t 77 62 34 493
Staphylococcus aureus 71 62 34 493 S. aureus 77 62 34 493
Staphylococcus =172 7 —PRatk 135 145 90 1088 MRSA 126 145 149 1380
Streptococcus B 13 7 2 64 W MSSA 124 99 124 1119
Streptococcus pneumoniae 4 2 4 39 s AF VR 0 0 0 0
AR 492 482 387 3798 &gk 250 244 273 | 2499
A 6968 | 6407 | 6066 [ 56793 S. aureus 250 244 273 | 2499
MRSA 206 223 190 1949
VeI, SRS R4 SOV R RUED DO EL A MSsSA 230 177 185 1797
B4 87 97 101 o ATV Rk 0 0 0 2
Anaerobes 51 37 46 326 &5t 436 400 375 3748
Haemophilus influenzae 74 66 57 720
Klebsiella pneumoniae 109 92 122 834
Legionella pneumophila 0 0 0 1
Mycobacterium tuberculosis 35 39 44 261
Mycoplasma pneumoniae 0 0 5 8 A ~ =
Pseudomonas aeruginosa 165 172 186 1372 * T = E+J (%201 9ﬂ51 ﬁ ﬁ\bo)ﬁﬁ+-c‘?—°
Staphylococcus aureus 250 244 273 2499
Streptococcus A 3 1 2 20
Streptococcus B 9 18 18 154
Streptococcus pneumoniae 32 38 25 460
AR 728 707 778 | 6655
A 2774 | 2730 2767 24988
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