H#

P h R E TR

<H|ESHRPERRAEERHE 1TADED)
RIREREIREHRE (11 A&

22#5 (No. 254)
201912 A 17T

EHR MFMRERFHEER

T 650-8570 # A m HH R X IN$MET6-5-1
Tel:078(322)6789 Fax:078(322)6763

<H{ES>URBRLERREER/RE (118 5HKE)

THTEINNADHERRIE (STD) ERMoDMERIL, RIS I DTN, HSRANILRZA DAL ARER8H,

REQADOO—I, KERPEHTYT ., BEMNA LLHRL TORRMERTT,
Ffz. EREFERETHAIBHEICOWNTIE, 12ZAISEBFITICNFIORBELHY . FEFE (1106]) LI L TRREDLTLDHIK
MTY . BH. NPIPIHIEDEFNIBIHY FE L -, BEICERRFLTVIEEMIOKRBEZEL TRIBICREL., E, BE, L

RET., FWHNECSHZEAHYFT (KXEH) . XiEF, BERTOREHENE <

(SEIZ45%NBIEIRTOEL) . /A—F

T—OREGENIBAL, REZT o LFHCEENMIRIHIICZTIRETHHALLEGEDSEHLNHY T L1, )
REFTIE, B - ERATESOREZERLTOVEIT, F—LRX—CFTERARFZHERL. BLTTSIL (FHHARLER

ARE+tHYET) .
(201 9F11AR20DEFHRE)

24 Fh (PER) 331 81 ht B,

A
[] LT
A

RETERE 1
WREERHY 1

=1 2 5 A jt2 &HB1,78E1,EK2,/2
STD3E miE R B OE F B B

B4 TERI | 0~4 | 5~9 [10~14{15~19|20~24|25~29|30~34|35~39|40~44|45~49|50~54|55~59|60~64(65~69| 70~ | &&t
P 51 3 51 2] 6 2 73
1953%7 =X /7:.;.\7|<JJIE g -I 3 3 W 8
TEZIANILRZADA IR | B ] ] 1 1 1 0
R % 2 1 3
KEavvR—T 2 . ! S
W R % 2 1 2 5
<FDHDEEZEFR>

f)aOEFREBRIG : 20~24% Z. 35~39% XK. 45~49m =«

(EsE6 MARDRIEEEREH (2019568 ~2019F117) ]

1. M2V I OTRREE 2. MHBANILRRDA )L REEAE
35 ¢ 9
30 8

7
25
2 7 0
w20 5
£ £
= 15 = 4
* 3
10
2
o 1
0 0 3
3. 3V 4 .
10
9
8
7
2 6 2
b "
2 O &
E 4 :
o 3

2

1

0




RRFRHRKRRE (REREEER) 20195

{8 G

Gt 9J] 10/ [ 1 | &t
Aeromonas hydrophila 1 0 0 2
Aeromonas sobria 0 0 0 2
Campylobacter jejuni 42 27 43 462
Campylobacter coli 0 1 0 4
Campylobacter jejuni/coli 7 3 13 61
Clostridium perfringens 1 0 0 1
Escherichia coli, EHEC/STEC 1 0 2 14
Escherichia coli, Z Dl 0 0 0 3
Plesiomonas shigelloides 1 0 0 1
Salmonella Typhi 0 1 0 1
Salmonella 04 3 4 1 24
Salmonella 07 2 2 0 11
Salmonella_ 08 4 0 2 14
Salmonella_ 09 2 2 2 10
Salmonella 018 0 0 0 1
Staphylococcus aureus 8 8 9 126
Yersinia enterocolitica 0 0 0 1
Yersinia pseudotuberculosis 0 0 0 1
Ak 72 48 74 741
A 529 478 482 5902
& (An2A)

VAN AL, 9H 104 114 i
adenovirus 40/41 0 0 0 17
norovirus FERB 2 0 1 61
rotavirus 0 0 0 37
Ak 2 0 1 115
A 60 70 83 845
& Usidy)

Fh 4 9H | 108 | 1A | &af |
A 1] 6] 6] 50 |
ZERIR (MK, K, BIfikZRE)

BEiffid 9H 104 11H aF
Anaerobes 22 20 13 206
Escherichia coli 16 40 19 244
Haemophilus influenzae 0 0 0 2
Enterobacter spp. 7 7 7 65
Klebsiella pneumoniae 8 14 9 103
Klebsiella aerogenes 4 2 1 19
Mycobacterium spp. 1 0 1 12
Pseudomonas aeruginosa 8 6 4 79
Staphylococcus aureus 17 14 13 135
Staphylococcus =177 —VRatk 8 5 1 58
Streptococcus pneumoniae 0 0 0 1
[k 91 108 68 924
A 465 479 416 4736
BEHR

BEiffid 9H 104 11H i
Escherichia coli 0 0 0 2
Listeria monocytogenes 0 0 0 3
Neisseria meningitidis 0 0 0 2
Staphylococcus aureus 0 0 1 7
Streptococcus B 0 0 0 2
Streptococcus pneumoniae 1 1 0 3
[k 1 1 1 19
A 180 176 180 1639
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P4 9H 105 11/ aF
Candida albicans 57 67 57 541
Chlamydia trachomatis 7 6 6 47
Neisseria gonorrhoeae 1 0 0 6
Streptococcus B 84 92 87 778
Trichomonas vaginalis 2 2 1 8
5 E 151 167 151 1380
A 698 809 826] 7405
&N S. aureus DPIER
B4 94 105 11/ At
MRSA 7 6 11 97
* MSSA 1 2 0 31
& ilz—\/uyﬂ%)rﬁﬁ 0 0 0 0
=)z 8 8 11 128
S. aureus 8 8 11 128
MRSA 10 7 5 60
= | _MSSA 7 7 8 75
[T A& 0 0 0 0
&gt 17 14 13 135
S. aureus 17 14 13 135
MRSA 0 0 0 4
B MS§A - 0 0 1 3
e iﬁ:yuyﬂeimﬁ 0 0 0 0
o ik 0 0 1 7
S. aureus 0 0 1 7
MRSA 30 15 28 250
MSSA 39 31 31 334
IR [ ATV RGBT 0 0 0 0
&gt 69 46 59 584
S. aureus 69 46 59 584
MRSA 31 13 32 238
i MSSA 31 21 31 316
e iﬁ:w‘/ﬂaﬁﬁ 0 0 0 2
& ik 62 34 63 556
S. aureus 62 34 63 556
MRSA 145 149 153 1533
W MSSA 99 124 112 1231
g 2TV AR 0 0 0 0
&gt 244 273 265 2764
S. aureus 244 273 265 2764
MRSA 223 190 229 2178
4 [__MSSA 177 185 183 1980
B AF VKA 0 0 0 2
&gt 400 375 412 4160

T4 9H 104 114 &
Haemophilus influenzae 39 19 24 438
Streptococcus A 11 4 11 100
Streptococcus pneumoniae 45 23 31 377
Fh % 95 46 66 915
A 997 970 956 | 10460
JR

T4 9H 104 114 &
Acinetobacter spp. 7 3 2 43
Candida albicans 54 45 39 467
Enterobacter spp. 29 31 22 279
Enterococcus spp. 264 291 237 2586
Escherichia coli 560 537 523 5504
Klebsiella pneumoniae 129 137 121 1154
Klebsiella aerogenes 16 11 11 108
Pseudomonas aeruginosa 38 62 77 703
Staphylococcus aureus 69 46 59 584
Staphylococcus =17 7' — LRk 202 179 579 1932
R 1418 1342 1670 | 13360
AR 2538 [ 2469 | 2359| 25539
1fiLig

R4 9H 104 114 &
Anaerobes 21 29 31 259
Escherichia coli 145 143 110 1392
Enterobacter spp. 13 8 15 91
Haemophilus influenzae 0 0 1 5
Klebsiella pneumoniae 52 50 34 382
Klebsiella aerogenes 5 2 2 19
Listeria monocytogenes 1 0 0 14
Neisseria meningitidis 0 0 0 2
Plasmodium spp. 1 1 2 6
Pseudomonas aeruginosa 26 21 12 125
Salmonella spp. 2 1 27
Staphylococcus aureus 62 34 63 556
Staphylococcus =17 7' — PRk 145 90 93 1181
Streptococcus B 7 2 4 68
Streptococcus pneumoniae 2 4 8 47
Fh % 482 387 376 | 4174
A 6407 [ 6066 | 6045 | 62838
WETR, S GR B L O FRGEN DO K

T4 9H 104 114 &
Anaerobes 37 46 43 369
Haemophilus influenzae 66 57 82 802
Klebsiella pneumoniae 92 122 107 941
Legionella pneumophila 0 0 0 1
Mycobacterium tuberculosis 39 44 48 309
Mycoplasma pneumoniae 0 5 3 11
Pseudomonas aeruginosa 172 186 151 1523
Staphylococcus aureus 244 273 265 2764
Streptococcus A 1 2 3 23
Streptococcus B 18 18 17 171
Streptococcus pneumoniae 38 25 50 510
|k 707 778 769 | 7424
A 2730 [ 2767 2740] 27728
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