(No. 255)

=

23& =

202018 17

A

B #PEHm&EREMFIHEE
-8570 ff P P R X NfAET6-5-1

Tel:078(322)6789 Fax:078(322)6763

=X
T 650

Hg

TR

(12BH &
(129 &

E

[RIFE

T &

e

<I|E>1E

&)

A

)

51)

A

e =
=]

¥R

wE

-~

I

N
/

s

JiE
ARIRARIR AR

Ju

s

D

1IN <

B
<HEES>URBRLERREER/RE (12RAH9%

—7
yA—<78

Faoo
= IRV

N
N

o

2T

g,
0N

X100, 2

%
1587

\

— T DIHED

D

' T 284, TEBIANILRRA A ILA
>

DT M6, HEEBRAILRRDIALILA
a

° M
e
NET@Y
EM N
_7%,:37
.7m_75
a7 OV IN
ﬁw%m
thig 4
ml*ﬂrl—lll_o ,
T
S RE
rimx
R,
._._“_m.\nm.m.vwmh_u_n
W&
L
mﬁmﬁ
ﬁfwf
RK i
K mE
MS —
3 4B -1
@m*mw%
I 13 & 184
g I |
HENE
,OIJ:\E:”
SQE

it

16

A
(=]

59(60~64|65~69( 710~

E1,
fiE

1=
1S~
>

,EE~

P
1IN 2R

A

A1, FEIK2, 782

A
1.

jb2, K H1

R) BRGE1# 1, dh g

a

(N

MHEBEANIILRIAYHA LR

2.

BB
L8

|
G

> ®
%(QH@ ()
§

/
(-OQ

)
B

'

rzzz

™
QH(Q")
&

-§
: [__ &
|
LA

Q)
&

\

b?‘

’

N

S)
5

™
P

be

o ~ © 1B < M

Bk B 483 e 5

10~14|15~19(20~24|25~29(30~34|35~39|40~44|45~49|50~54|55~

9~9

0~4

EEIANILRZADAMIILAR | B

R TE

% Al

1

RIEH

ke

STDRE

(EsE6 MARDRIEEEREH (2019F78 ~2019F12R8) ]

(2019%F12AH%
< F DD RXEEFHR>

B R IE

a5
o

L

o o 1o
™ N

10

Lo Lo
(9] N

Bk 483 H 5

A
A

oy

/
-—
.

BB -
ot

(770047222

S = NN —]

N N

© 1 ¥+ M N — O

Bk B 483 H 3

NCONNN Ny

N — OO0~ OLLTOMAN — O
- -

B 2 B8 e

S ,\Q‘) (5 #n)

) ™ %) ™
P PP L
S P O &

LA SN
NN
® S O ¥




{8 GHITE)

RRFRHRKRRE (REREEER) 20195

NEEH TS S OV IEEEA S ORE}

2020.1.163R7E

DRIE 7 37 S (5 U0) ¥

B4, 04 | 1 | 128 | A A 10A [ 1A T 1A [ & ALY 107 1 1 | 1l | &
Aeromonas hydrophila 0 0 0 2 Haemophilus influenzae 19 24 30 468 Candida albicans 67 57 85 626
Aeromonas sobria 0 0 0 2 Streptococcus A 4 11 11 111 Chlamydia trachomatis 6 6 7 54
Campylobacter jejuni 27 43 26 488 Streptococcus pneumoniae 23 31 17 394 Neisseria gonorrhoeae 0 0 1 7
Campylobacter coli 1 0 0 4 e 46 66 58 973 Streptococcus B 92 87 99 877
Campylobacter jejuni/coli 3 13 5 66 TR 970 956 1066 | 11526 Trichomonas vaginalis 2 1 0 8
Clostridium perfringens 0 0 0 1 e 167 151 192 1572
Escherichia coli, EHEC/STEC 0 2 0 14 JR HRA 809 826 810 8215
Escherichia coli, = Dfth 0 0 0 3 [# ffi4s 104 115 124 &F
Plesiomonas shigelloides 0 0 1 2 Acinetobacter spp. 3 2 4 47 K&z S. aureus ONER
Salmonella Typhi 1 0 0 1 Candida albicans 45 39 41 508 FAE4 10H 114 121 &
Salmonella 04 4 1 2 26 Enterobacter spp. 31 22 20 299 MRSA 6 11 7 104
Salmonella O7 2 0 2 13 Enterococcus spp. 291 237 262 2848 * MSSA 2 0 6 37
Salmonella 08 0 2 0 14 Escherichia coli 537 523 483 5987 ® AF VR 0 0 0 0
Salmonella 09 2 2 1 11 Klebsiella pneumoniae 137 121 108 1262 55 8 11 13 141
Salmonella 018 0 0 0 1 Klebsiella aerogenes 11 11 16 124 S. aureus 8 11 13 141
Staphylococcus aureus 8 9 13 139 Pseudomonas aeruginosa 62 77 80 783 MRSA 7 5 4 64
Yersinia enterocolitica 0 0 0 1 Staphylococcus aureus 46 59 69 653 »= | MSSA 7 8 10 85
Yersinia pseudotuberculosis 0 0 0 1 Staphylococcus =17 77— &tk 179 579 183 2115 E/JiIJ AF LV EIRA 0 0 0 0
[ 48 74 50 791 e 1342 1670 1266 | 14626 &EF 14 13 14 149
A 478 482 568 6470 A 2469 2359 2608 | 28147 S. aureus 14 13 14 149
MRSA 0 0 0 4
i (ANVA) i g |_MSSA 0 1 0 3
AN AL 10 | 11 | 120 | &: B RE4 107 | 11 | 127 | & e RSPz 0 0 0 0
adenovirus 40/41 0 0 0 17 Anaerobes 29 31 23 282 55 0 1 0 7
norovirus FEAH 0 1 11 72 Escherichia coli 143 110 108 1500 S. aureus 0 1 0 7
rotavirus 0 0 0 37 Enterobacter spp. 8 15 9 100 MRSA 15 28 34 284
[ 0 1 11 126 Haemophilus influenzae 0 1 0 5 MSSA 31 31 35 369
KA 70 83 118 963 Klebsiella pneumoniae 50 34 38 420 K| AFV R 0 0 0 0
Klebsiella agrogenes 2 2 2 21 55 46 59 69 653
1 (i) Listeria monocytogenes 0 0 0 14 S. aureus 46 59 69 653
JE 4 108 [ 1A [ 128 | &it ] Neisseria meningitidis 0 0 0 2 MRSA 13 32 32 270
A 6] 6] 3] 53] Plasmodium spp. 1 2 0 6 i1 [_MSSA 21 31 41 357
Pseudomonas aeruginosa 21 12 15 140 o L ATV KRR 0 0 0 2
iR (7K, ik, BIfik/es) Salmonella spp. 3 1 0 27 {63 T 34 63 73 629
1 4 104 111 121 o Staphylococcus aureus 34 63 73 629 S. aureus 34 63 73 629
Anaerobes 20 13 26 232 Staphylococcus =27 77— R &tk 90 93 95 1276 MRSA 149 153 159 1692
Escherichia coli 40 19 19 263 Streptococcus B 2 4 3 71 iz MSSA 124 112 122 1353
Haemophilus influenzae 0 0 0 2 Streptococcus pneumoniae 4 8 3 50 % ATV KR 0 0 0 0
Enterobacter spp. 7 7 8 73 e 387 376 369 4543 i &EF 273 265 281 3045
Klebsiella pneumoniae 14 9 7 110 A 6066 6045 6567 [ 69405 S. aureus 273 265 281 3045
Klebsiella aerogenes 2 1 2 21 MRSA 190 229 236 2414
Mycobacterium spp. 0 1 2 14 A _MSSA 185 183 214 2194
Pseudomonas aeruginosa 6 4 7 86 VEIR, RE WS IRB LN T RaEN DO E i AFVURBE 0 0 0 2
Staphylococcus aureus 14 13 14 149 # 4 104 114 124 s &t 375 412 450 4610
Staphylococcus =7 7 7 —atk 5 1 11 69 Anaerobes 46 43 48 417
Streptococcus pneumoniae 0 0 2 3 Haemophilus influenzae 57 82 57 859
[ 108 68 98 1022 Klebsiella pneumoniae 122 107 84 1025
R 479 416 488 5224 Legionella pneumophila 0 0 0 1
Mycobacterium tuberculosis 44 48 51 360
ke Mycoplasma pneumoniae 5 3 4 15 AE ~ A
P4 104 114 124 ot Pseudomonas aeruginosa 186 151 140 1663 * [SRFI320195F1 AL LR TT .
Escherichia coli 0 0 0 2 Staphylococcus aureus 273 265 281 3045
Listeria monocytogenes 0 0 0 3 Streptococcus A 2 3 3 26
Neisseria meningitidis 0 0 0 2 Streptococcus B 18 17 15 186
Staphylococcus aureus 0 1 0 7 Streptococcus pneumoniae 25 50 54 564
Streptococcus B 0 0 0 2 e $ 778 769 737 8161
Streptococcus pneumoniae 1 0 0 3 TR 2767 | 2740 | 2818 | 30546
[ 1 1 0 19
A 176 180 168 1807
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