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B4 14 24 oF
Campylobacter jejuni 38 28 66
Campylobacter jejuni/coli 4 3 7
Clostridium perfringens 0 1 1
Escherichia coli , EHEC/STEC 1 0 1
Salmonella Typhi 1 0 1
Salmonella 04 2 1 3
Salmonella O7 2 0 2
Salmonella 09 0 1 1
Staphylococcus aureus 21 10 31
(A 69 44 113
A5 491 467 958
i (FANA)

AN AL 1H 2 aat
norovirus FEANH] 12 4 16
rotavirus 5 2 7
PPk 17 6 23
A 79 91 170
i (i)

Ji 4 1H 2H aat
AR A 3 2 5
ZERR (MoK, BEK, BIHHEZRL)

F A 14 24 aat
Anaerobes 16 19 35
Escherichia coli 19 25 44
Haemophilus influenzae 0 1 1
Enterobacter spp. 6 6 12
Klebsiella pneumoniae 9 14 23
Klebsiella aerogenes 2 3 5
Pseudomonas aeruginosa 3 5 8
Staphylococcus aureus 9 10 19
Staphylococcus =27 77 —Rfatk 6 8 14
PPk 70 91 161
AR 475 367 842
HEIE

F A 14 24 aat
Escherichia coli 1 0 1
Staphylococcus aureus 1 0 1
Streptococcus B 0 1 1
Streptococcus pneumoniae 1 0 1
PPk 3 1 4
IR 5 164 126 290

F A 14 24 oF I fEA 14 24 &3
Haemophilus influenzae 30 34 64 Candida albicans 66 56 122
Streptococcus A 31 8 39 Chlamydia trachomatis 6 5 11
Streptococcus pneumoniae 18 29 47 Neisseria gonorrhoeae 2 1 3
PR 79 71 150 Streptococcus B 73 66 139
IR 5 1224 1014 2238 [ AR 147 128 275
A 748 636 1384
SR
HiE 4 14 2/ &t B Sz S. aureus DPYER
Acinetobacter spp. 4 4 8 4 14 24 s
Candida albicans 74 38 112 MRSA 17 7 24
Enterobacter spp. 36 18 54 * MSSA 4 3 7
Enterococcus spp. 298 238 536 & AF UV RIRE 0 0 0
Escherichia coli 606 493 1099 &EF 21 10 31
Klebsiella pneumoniae 116 90 206 S. aureus 21 10 31
Klebsiella aerogenes 8 8 16 MRSA 4 2 6
Pseudomonas aeruginosa 64 65 129 7o | MSSA 5 3 13
Staphylococcus aureus 68 70 138 ;?” AF VIR 0 0 0
Staphylococcus =27 77 —RRatk 192 158 350 i 9 10 19
[AER 1466 1182 2648 S. aureus 9 10 19
B 2777 2521 5298 MRSA 0 0 0
B MSSA 1 0 1
JiiKis3 i 2T R 0 0 0
B FEL 1A 2A it &gt 1 0 1
Anaerobes 32 27 59 S. aureus 1 0 1
Escherichia coli 135 119 254 MRSA 30 36 66
Enterobacter spp. 7 5 12 MSSA 38 34 72
Haemophilus influenzae 2 0 2 R AFIV R 0 0 0
Klebsiella pneumoniae 33 31 64 &EF 68 70 138
Klebsiella aerogenes 1 0 1 S. aureus 68 70 138
Pseudomonas aeruginosa 9 13 22 MRSA 14 25 39
Staphylococcus aureus 53 57 110 I MSSA 39 32 71
Staphylococcus =17 75 —Platk 102 93 195 e AF VR 0 0 0
Streptococcus B 10 9 19 5t 53 57 110
Streptococcus pneumoniae 6 1 7 S. aureus 53 57 110
[AE 390 355 745 MRSA 168 137 305
AR5 6826 | 6249 13075 v MSSA 168 151 319
' N o o % ffvuyﬂ%$ﬁ§ 0 0 0
VEH, RAE BB L FREN LD B &gt 336 288 624
F A 14 24 &3 S. aureus 336 288 624
Anaerobes 40 32 72 MRSA 233 207 440
Haemophilus influenzae 115 64 179 A MSSA 255 228 483
Klebsiella pneumoniae 95 37 182 H AF VIR 0 0 0
Legionella pneumophila 3 0 3 & 488 435 923
Mycobacterium tuberculosis 42 21 63
Mycoplasma pneumoniae 5 4 9
Pseudomonas aeruginosa 161 141 302 = ~ \=
Staphylococcus aureus 336 288 624 * rgﬁ-“ li2020ﬂ51 A b\bw%ﬁ+—éj—°
Streptococcus A 6 4 10
Streptococcus B 26 24 50
Streptococcus pneumoniae 64 30 94
PR 893 695 1588
IR £ 3323 2529 5852
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