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B4 1H 2H 3H o
Candida albicans 66 56 71 193
Chlamydia trachomatis 6 5 2 13
Neisseria gonorrhoeae 2 1 0 3
Streptococcus B 73 66 74 213
[k 147 128 147 422
A 748 636 679 | 2063
&7z S. aureus DOPER
P4 1A 2H 31 &
MRSA 17 7 5 29
* MSSA 4 3 6 13
@ 2T R 0 0 0 0
&5 21 10 11 42
S. aureus 21 10 11 42
MRSA 4 2 6 12
o MSSA 5 8 7 20
il [T R R 0 0 0 0
&5 9 10 13 32
S. aureus 9 10 13 32
MRSA 0 0 0 0
B MSSA 1 0 0 1
i 2T R 0 0 0 0
&5 1 0 0 1
S. aureus 1 0 0 1
MRSA 30 36 28 94
MSSA 38 34 43 115
R AFV K 0 0 0 0
&5 68 70 71 209
S. aureus 68 70 71 209
MRSA 14 25 38 77
i MSSA 39 32 39 110
i 2TV R 0 0 0 0
£t 53 57 77 187
S. aureus 53 57 77 187
MRSA 168 137 140 445
wz MSSA 168 151 128 447
e AF LUK 0 0 0 0
&5 336 288 268 892
S. aureus 336 288 268 892
MRSA 233 207 217 657
4 [_MSSA 255 228 223 706
it [ AT R 0 0 0 0
&5 488 435 440 1363

{5 G BE) WREE IS L O IRER D DR}
P A 1/ 2] 3/ o B4 1/ 2/ 3 &
Aeromonas hydrophila 0 0 1 1 Haemophilus influenzae 30 34 22 86
Campylobacter jejuni 38 28 19 85 Streptococcus A 31 8 11 50
Campylobacter coli 0 0 1 1 Streptococcus pneumoniae 18 29 8 55
Campylobacter jejuni/coli 4 3 4 11 [k 79 71 41 191
Clostridium perfringens 0 1 0 1 WA 1224 1014 996 3234
Escherichia coli, EHEC/STEC 1 0 0 1
Plesiomonas shigelloides 0 0 1 1 R
Salmonella Typhi 1 0 0 1 B 1H 2H 3H a3
Salmonella 04 2 1 3 6 Acinetobacter spp. 4 4 4 12
Salmonella 07 2 0 1 3 Candida albicans 74 38 66 178
Salmonella 09 0 1 1 2 Enterobacter spp. 36 18 29 83
Staphylococcus aureus 21 10 11 42 Enterococcus spp. 298 238 265 801
[k 69 44 42 155 Escherichia coli 606 493 578 1677
AL 491 467 464 1422 Klebsiella pneumoniae 116 90 103 309
Klebsiella aerogenes 8 8 15 31
{f (TALR) Pseudomonas aeruginosa 64 65 32 211
A )L AL, 14 24 3A &t Staphylococcus aureus 68 70 71 209
adenovirus 40/41 0 0 1 1 Staphylococcus =777 —RRatk 192 158 174 524
norovirus Ff A 12 4 3 19 Bo % 1466 1182 1387 4035
rotavirus 5 2 2 9 R 2777 2521 2550 7848
| 17 6 6 29
AL 79 91 74 244 1L
B4 14 2 3A o
(i H) Anaerobes 32 27 32 91
S 44 1A 2H 34 &k Escherichia coli 135 119 113 367
TR 3 2 0 5 Enterobacter spp. 7 5 8 20
Haemophilus influenzae 2 0 0 2
ZERINE (oK, 18K, BAERKAeE) Klebsiella pneumoniae 33 31 43 107
HfEL 1H 24 34 o Klebsiella aerogenes 1 0 2 3
Anaerobes 16 19 27 62 Pseudomonas aeruginosa 9 13 6 28
Escherichia coli 19 25 14 58 Staphylococcus aureus 53 57 77 187
Haemophilus influenzae 0 1 0 1 Staphylococcus =777 —RRatk 102 93 96 291
Enterobacter spp. 6 6 11 23 Streptococcus B 10 9 9 28
Klebsiella pneumoniae 9 14 14 37 Streptococcus pneumoniae 6 1 1 8
Klebsiella aerogenes 2 3 1 6 [ 390 355 387 1132
Mycobacterium spp. 0 0 2 2 R 6826 6249 5980 | 19055
Pseudomonas aeruginosa 3 5 4 12
Staphylococcus aureus 9 10 13 32 VSR, KBRS KRB LN T Rl DOk
Staphylococcus =177 —Eak 6 8 11 25 B4 14 2H 3H 4F
[k 70 91 97 258 Anaerobes 40 32 46 118
AL 475 367 452 1294 Haemophilus influenzae 115 64 60 239
Klebsiella pneumoniae 95 87 85 267
i Legionella pneumophila 3 0 0 3
g 2 14 24 34 &t Mycobacterium tuberculosis 42 21 39 102
Escherichia coli 1 0 0 1 Mycoplasma pneumoniae 5 4 5 14
Staphylococcus aureus 1 0 0 1 Pseudomonas aeruginosa 161 141 137 439
Streptococcus B 0 1 0 1 Staphylococcus aureus 336 288 268 892
Streptococcus pneumoniae 1 0 0 1 Streptococcus A 6 4 2 12
| 3 1 0 4 Streptococcus B 26 24 27 77
AL 164 126 155 445 Streptococcus pneumoniae 64 30 46 140
it gk 893 695 715 2303
A 3323 2529 2761 8613
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