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B4 2 3 41 &t B 4 2/ 3A 41 &% B L4 2f 34 44 &
Aeromonas hydrophila 0 1 0 Haemophilus _influenzae 34 22 7 93 Candida albicans 56 71 59 252
Campylobacter jejuni 28 19 23 108 Streptococcus A 8 11 4 54 Chlamydia trachomatis 5 2 4 17
Campylobacter coli 0 1 1 2 Streptococcus pneumoniae 29 8 8 63 Neisseria gonorrhoeae 1 0 0 3
Campylobacter jejuni/coli 3 4 4 15 e 71 41 19 210 Streptococcus B 66 74 69 282
Clostridium perfringens 1 0 0 1 A 1014 996 745 3979 e 128 147 132 554
Escherichia coli, EHEC/STEC 0 0 0 1 RN 636 679 573 2636
Plesiomonas shigelloides 0 1 0 1 JR
Salmonella_Typhi 0 0 0 1 B L4 271 3 44 & S S. aureus DGR
Salmonella 04 1 3 6 12 Acinetobacter spp. 4 4 1 13 i FEA, 25 3H 44 &gt
Salmonella O7 0 1 2 5 Candida albicans 38 66 56 234 MRSA 7 5 3 32
Salmonella 08 0 0 1 1 Enterobacter spp. 18 29 14 97 * MSSA 3 6 1 14
Salmonella 09 1 1 1 3 Enterococcus spp. 238 265 187 988 & AF UV RIBE 0 0 0 0
Staphylococcus aureus 10 11 4 46 Escherichia coli 493 578 402 2079 & 10 11 4 46
(SRR 44 42 42 197 Klebsiella pneumoniae 90 103 90 399 S. aureus 10 11 4 46
A 467 464 355 1777 Klebsiella aerogenes 8 15 10 41 MRSA 2 6 7 19
Pseudomonas aeruginosa 65 82 56 267 7 | MSSA 8 7 8 28
i (TAILR) Staphylococcus aureus 70 71 46 255 % AF )Rkt 0 0 0 0
TANAL 2H 34 45 &t Staphylococcus =27 77—V ek 158 174 170 694 &2t 10 13 15 47
adenovirus 40/41 0 1 0 1 Bt 1182 1387 1032 5067 S. aureus 10 13 15 47
norovirus FEAR I 4 3 0 19 A 2521 2550 2036 9884 MRSA 0 0 0 0
rotavirus 2 2 0 9 B MSSA 0 0 0 1
Bt % 6 6 0 29 IR o | AT VIR iR 0 0 0 0
Bt P T I ) EifiZ, 21 [ 30 [ a0 [ an L 0 0 0 1
Anaerobes 27 32 21 112 S. aureus 0 0 0 1
{f (i) Escherichia coli 119 113 142 509 MRSA 36 28 20 114
JFh 4 24 34 44 &t Enterobacter spp. 5 8 6 26 MSSA 34 43 26 141
s g 2 0 3 3 Haemophilus influenzae 0 0 0 2 R AFV R 0 0 0 0
Klebsiella pneumoniae 31 43 46 153 &2t 70 71 46 255
R Mok, I8k, BAfiRZRL) Klebsiella aerogenes 0 2 3 6 S. aureus 70 71 46 255
[ A4 2H 3H 44 &% Pseudomonas aeruginosa 13 6 11 39 MRSA 25 38 11 88
Anaerobes 19 27 17 79 Salmonella_spp. 0 0 3 3 i MSSA 32 39 28 138
Escherichia coli 25 14 30 88 Staphylococcus aureus 57 77 39 226 | AT VIV R 0 0 0 0
Haemophilus _influenzae 1 0 0 1 Staphylococcus =27 77 —Y &tk 93 96 72 363 i &t 57 77 39 226
Enterobacter spp. 6 11 11 34 Streptococcus B 9 9 3 31 S. aureus 57 77 39 226
Klebsiella pneumoniae 14 14 8 45 Streptococcus pneumoniae 1 1 3 11 MRSA 137 140 102 547
Klebsiella aerogenes 3 1 0 6 [ChkRd 355 387 349 1481 Wz MSSA 151 128 109 556
Mycobacterium spp. 0 2 1 3 A 5k 6249 [ 5980 5071 ] 24126 % AF VR 0 0 0 0
Pseudomonas aeruginosa 5 4 3 15 4 &2t 288 268 211 1103
Staphylococcus aureus 10 13 15 47 VR, KBRS R LUV F RUED DM S. aureus 288 268 211 1103
Staphylococcus =27 77— Bk 8 11 4 29 [ A4 2H 3H 4H a5 MRSA 207 217 143 800
Bt 91 97 89 347 Anaerobes 32 46 20 138 & MSSA 228 223 172 878
R 367 452 454 1748 Haemophilus influenzae 64 60 33 272 7 AF VYRR E 0 0 0 0
Klebsiella pneumoniae 87 85 65 332 & 435 440 315 1678
BT Legionella pneumophila 0 0 0 3
B4 24 34 44 Al Mycobacterium tuberculosis 21 39 36 138
Escherichia coli 0 0 0 1 Mycoplasma pneumoniae 4 5 1 15
Staphylococcus aureus 0 0 0 1 Pseudomonas aeruginosa 141 137 96 535 = ~ Y -
Strgpécoccus B 1 0 0 1 Staphylococcus aurgeus 288 268 211 1103 * ré E+J (iZOZOﬂE‘I H b\bwﬁ‘ﬁ+tj—°
Streptococcus pneumoniae 0 0 0 1 Streptococcus A 4 2 2 14
a3k 1 0 0 4 Streptococcus B 24 27 9 86
MR 126 155 104 549 Streptococcus pneumoniae 30 46 32 172
(A 695 715 505 ] 2808
A 2529 [ 2761 | 2062 | 10675




	新ひな形【毎月更新】STD 入力
	2020.4検出状況報告

