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B FiA 34 44 5H il Esligd 34 44 5H il B4 3 44 5H Bt
Aeromonas hydrophila 1 0 0 1 Haemophilus _influenzae 22 7 2 95 Candida albicans 71 59 52 304
Campylobacter jejuni 19 23 15 123 Streptococcus A 11 4 1 55 Chlamydia trachomatis 2 4 2 19
Campylobacter coli 1 1 0 2 Streptococcus pneumoniae 8 8 1 64 Neisseria gonorrhoeae 0 0 0 3
Campylobacter jejuni/coli 4 4 4 19 [ 41 19 4 214 Streptococcus B 74 69 84 366
Clostridium perfringens 0 0 0 1 R 996 745 565 4544 [ 147 132 138 692
Escherichia coli, EHEC/STEC 0 0 0 1 R 679 573 565 3201
Plesiomonas shigelloides 1 0 0 1 SR
Salmonella Typhi 0 0 0 1 HiFE4, 34 4] 5H &l Sz S, aureus DGR
Salmonella O4 3 6 2 14 Acinetobacter spp. 4 1 4 17 ERia 34 41 51 &%
Salmonella 07 1 2 0 5 Candida albicans 66 56 50 284 MRSA 5 3 4 36
Salmonella O8 0 1 1 2 Enterobacter spp. 29 14 25 122 * MSSA 6 1 5 19
Salmonella 09 1 1 0 3 Enterococcus spp. 265 187 229 1217 & AF VR 0 0 0 0
Staphylococcus aureus 11 4 9 55 Escherichia coli 578 402 455 2534 && 11 4 9 55
Yersinia pseudotuberculosis 0 0 1 1 Klebsiella pneumoniae 103 90 101 500 S. aureus 11 4 9 55
[CIER 42 42 32 229 Klebsiella aerogenes 15 10 8 49 MRSA 6 7 3 22
R 464 355 361 2138 Pseudomonas aeruginosa 82 56 72 339 7 MSSA 7 8 5 33
Staphylococcus aureus 71 46 56 311 3l AF VR 0 0 0 0
{f (TALA) Staphylococcus =777 —E etk 174 170 181 875 &3 13 15 3 55
ANAL 3A 45 5H aat [l 1387 [ 1032 1181 6248 S. aureus 13 15 8 55
adenovirus 40/41 1 0 0 1 TR 2550 2036 1991 11875 MRSA 0 0 0 0
norovirus #£H 3 0 0 19 ai | MSSA 0 0 0 1
rotavirus 2 0 0 9 i i | 2TV R 0 0 0 0
R 6 0 o 2 i 30 [ a1 | 50 | as A 0 0 0 I
R 74 42 33 319 Anaerobes 32 21 16 128 S. aureus 0 0 0 1
Escherichia coli 113 142 150 659 MRSA 28 20 24 138
{5 (JFih) Enterobacter spp. 8 6 6 32 MSSA 43 26 32 173
i H144 3H 45 5H &8t Haemophilus influenzae 0 0 0 2 K| AF LV R 0 0 0 0
Entamoeba histolytica 0 0 1 1 Klebsiella pneumoniae 43 46 37 190 Fay18 71 46 56 311
[CIER 0 0 1 1 Klebsiella aerogenes 2 3 1 7 S. aureus 71 46 56 311
B 0 3 1 9 Pseudomonas aeruginosa 6 11 18 57 MRSA 38 11 27 115
Salmonella spp. 0 3 1 4 i MSSA 39 28 28 166
zalie (MoK, K, BEffiERy) Staphylococcus aureus 77 39 55 281 e AF VKRR 0 0 0 0
B4 34 44 5A aF Staphylococcus =27 77— R ek 96 72 111 474 ! && 77 39 55 281
Anaerobes 27 17 13 92 Streptococcus B 9 3 5 36 S. aureus 71 39 55 281
Escherichia coli 14 30 15 103 Streptococcus pneumoniae 1 3 5 16 MRSA 140 102 101 648
Haemophilus influenzae 0 0 0 1 e 387 349 405 1886 v MSSA 128 109 92 648
Enterobacter spp. 11 11 2 36 A 5980 [ 5071 4952 | 29078 95 AF VR 0 0 0 0
Klebsiella pneumoniae 14 8 6 51 7 Fay18 268 211 193 1296
Klebsiella aerogenes 1 0 0 6 MR, GBS B LN F & DO B S. aureus 268 211 193 1296
Mycobacterium spp. 2 1 0 3 Esligd 3H 44 5H il MRSA 217 143 159 959
Pseudomonas aeruginosa 4 3 4 19 Anaerobes 46 20 16 154 & MSSA 223 172 162 1040
Staphylococcus aureus 13 15 3 55 Haemophilus influenzae 60 33 35 307 L AF VAR 0 0 0 0
Staphylococcus =27 77— R ek 11 4 6 35 Klebsiella pneumoniae 85 65 49 381 &EF 440 315 321 1999
e 97 89 54 401 Legionella pneumophila 0 0 0 3
A 452 454 414 2162 Mycobacterium tuberculosis 39 36 22 160
Mycoplasma pneumoniae 5 1 0 15
iR Pseudomonas aeruginosa 137 96 101 636
R4 34 4 5A il Staphylococcus aureus 268 211 193 1296 o= ~ Y-
Escherichia coli 0 0 0 1 Streptococcus A 2 2 4 18 * T = E+J li2020ﬂ51 H fﬁbw%ﬁ-l‘_cd%
Staphylococcus aureus 0 0 0 1 Streptococcus B 27 9 9 95
Streptococcus B 0 0 0 1 Streptococcus pneumoniae 46 32 15 187
Streptococcus pneumoniae 0 0 0 1 [ 715 505 444 | 3252
B 0 0 0 4 A 2761 | 2062 1869 | 12544
B4 155 104 101 650
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