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BfE4 44 5H 61 &t B L4 44 5H 61 &F B A4 44 5H 6/ &
Aeromonas hydrophila 0 0 0 1 Haemophilus influenzae 7 2 2 97 Candida albicans 59 52 68 372
Campylobacter jejuni 23 15 30 153 Streptococcus A 4 1 2 57 Chlamydia trachomatis 4 2 3 22
Campylobacter coli 1 0 0 2 Streptococcus pneumoniae 8 1 2 66 Neisseria gonorrhoeae 0 0 0 3
Campylobacter jejuni/coli 4 4 5 24 [ 19 4 6 220 Streptococcus B 69 84 86 452
Clostridium perfringens 0 0 0 1 IR 745 565 668 | 5212 e 132 138 157 849
Escherichia coli, EHEC/STEC 0 0 0 1 e 573 565 705 [ 3906
Plesiomonas shigelloides 0 0 0 1 JR
Salmonella Typhi 0 0 0 1 B4 41 5/ 61 &% BHEhiz S, aureus DGR
Salmonella 04 6 2 8 22 Acinetobacter spp. 1 4 5 22 i FEA, 45 5H 61 &gt
Salmonella 07 2 0 2 7 Candida albicans 56 50 64 348 MRSA 3 4 6 42
Salmonella 08 1 1 0 2 Enterobacter spp. 14 25 19 141 * MSSA 1 5 2 21
Salmonella 09 1 0 0 3 Enterococcus spp. 187 229 274 1491 & AF LV RIBE 0 0 0 0
Staphylococcus aureus 4 9 8 63 Escherichia coli 402 455 568 3102 A& 4 9 8 63
Yersinia pseudotuberculosis 0 1 0 1 Klebsiella pneumoniae 90 101 115 615 S. aureus 4 9 8 63
e 42 32 53 282 Klebsiella aerogenes 10 8 4 53 MRSA 7 3 2 24
TRA 355 361 478 | 2616 Pseudomonas aeruginosa 56 72 73 412 2= | MSSA 8 5 5 38
Staphylococcus aureus 46 56 46 357 ;} ATV KR 0 0 0 0
{# (7A)LRA) Staphylococcus =27 77—V ek 170 181 212 1087 &2t 15 8 7 62
VAV 44 5H 6H il [leee:S 1032 [ 1181 1380 [ 7628 S. aureus 15 8 7 62
adenovirus 40/41 0 0 0 1 e 2036 | 1991 ] 2429 | 14304 MRSA 0 0 1 1
norovirus A 0 0 0 19 B MSSA 0 0 0 1
rotavirus 0 0 0 9 Jliq 2| ATV R A 0 0 0 0
BTk 0 0 o LA, o1 [ 51 [ e [ &n " aa 0 0 I 2
e 42 33 31 350 Anaerobes 21 16 23 151 S. aureus 0 0 1 2
Escherichia coli 142 150 115 774 MRSA 20 24 16 154
{# (JFH) Enterobacter spp. 6 6 8 40 MSSA 26 32 30 203
JFUb4 47 5H 6 &5t Haemophilus influenzae 0 0 0 2 R AFV R 0 0 0 0
Entamoeba histolytica 0 1 0 1 Klebsiella pneumoniae 46 37 32 222 &3t 46 56 46 357
e 0 1 0 1 Klebsiella aerogenes 3 1 6 13 S. aureus 46 56 46 357
A 3 1 3 12 Pseudomonas aeruginosa 11 18 13 70 MRSA 11 27 28 143
Salmonella spp. 3 1 3 7 i MSSA 28 28 25 191
ZERliE (K, MK, BIfik/RL) Staphylococcus aureus 39 55 53 334 o | AT VU KRR 0 0 0 0
Esligd 44 5H 6H ail Staphylococcus =17 77—V etk 72 111 123 597 ® 5 39 55 53 334
Anaerobes 17 13 22 114 Streptococcus B 3 5 6 42 S. aureus 39 55 53 334
Escherichia coli 30 15 30 133 Streptococcus pneumoniae 3 5 0 16 MRSA 102 101 123 771
Haemophilus influenzae 0 0 0 1 [k 349 405 382 2268 v MSSA 109 92 106 754
Enterobacter spp. 11 2 10 46 e 5071 4952 5682 34760 7% AF VR 0 0 0 0
Klebsiella pneumoniae 8 6 14 65 ’ &2t 211 193 229 1525
Klebsiella aerogenes 0 0 4 10 R, KBRS IEBL O TRENOLOME S. aureus 211 193 229 1525
Mycobacterium spp. 1 0 1 4 B4 44 5H 64 a8 MRSA 143 159 176 1135
Pseudomonas aeruginosa 3 4 3 22 Anaerobes 20 16 24 178 MSSA 172 162 168 1208
Staphylococcus aureus 15 8 7 62 Haemophilus influenzae 33 35 33 340 7 AT V)RR 0 0 0 0
Staphylococcus 227 77— ek 4 6 1 36 Klebsiella pneumoniae 65 49 64 445 s 315 321 344 2343
%k 89 54 92 493 Legionella pneumophila 0 0 0 3
R 454 414 498 2660 Mycobacterium tuberculosis 36 22 20 180
Mycoplasma pneumoniae 1 0 0 15
BhUR Pseudomonas aeruginosa 96 101 115 751 A ~ T
B4 44 5H 64 &l Staphylococcus aureus 211 193 229 1525 * T5EH11%20205 1 AN L DRETT
Escherichia coli 0 0 1 2 Streptococcus A 2 4 1 19
Staphylococcus aureus 0 0 1 2 Streptococcus B 9 9 12 107
Streptococcus B 0 0 0 1 Streptococcus pneumoniae 32 15 17 204
Streptococcus pneumoniae 0 0 0 1 ot %5 505 444 515 3767
B 0 0 2 6 A 2062 | 1869 | 2178 14722
e 104 101 141 791




	新ひな形【毎月更新】STD 入力
	2020.6検出状況報告

