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BfEA 5H 64 74 &t B4, 5A 64 74 o B4 5H 64 7H At
Aeromonas hydrophila 0 0 0 1 Haemophilus influenzae 2 2 5 102 Candida albicans 52 68 63 435
Bacillus cereus 0 0 1 1 Streptococcus A 1 2 2 59 Chlamydia trachomatis 2 3 8 30
Campylobacter jejuni 15 30 56 209 Streptococcus pneumoniae 1 2 9 75 Neisseria gonorrhoeae 0 0 0 3
Campylobacter coli 0 0 0 2 Bt %% 4 6 16 236 Streptococcus B 84 86 72 524
Campylobacter jejuni/coli 4 5 5 29 AR 565 668 805 6017 i 138 157 143 992
Clostridium perfringens 0 0 0 1 WA 565 705 752 4658
Escherichia coli, EHEC/STEC 0 0 2 3 s
Plesiomonas shigelloides 0 0 0 1 B4 51 61 74 At RSz S. aureus DGR
Salmonella_Typhi 0 0 0 1 Acinetobacter spp. 4 5 5 27 4 5H 6H 74 ail
Salmonella 04 2 8 9 31 Candida albicans 50 64 45 393 MRSA 4 6 6 48
Salmonella 07 0 2 2 9 Enterobacter spp. 25 19 25 166 S MSSA 5 2 4 25
Salmonella 08 1 0 2 4 Enterococcus spp. 229 274 279 1770 @ AT VUK 0 0 0 0
Salmonella 09 0 0 3 6 Escherichia coli 455 568 568 3670 & 9 8 10 73
Salmonella 03, 10 0 0 1 1 Klebsiella pneumoniae 101 115 123 738 S. aureus 9 8 10 73
Salmonella 018 0 0 1 1 Klebsiella aerogenes 8 4 12 65 MRSA 3 2 8 32
Staphylococcus aureus 9 8 10 73 Pseudomonas aeruginosa 72 73 87 499 »= | MSSA 5 5 7 45
Vibrio parahaemolyticus 0 0 1 1 Staphylococcus aureus 56 46 76 433 % AT VKR 0 0 0 0
Yersinia pseudotuberculosis 1 0 0 1 Staphylococcus =277 7 —-Pak 181 212 209 1296 55t [ 7 15 77
[ 32 53 93 375 By 1181 1380 1429 | 9057 S. aureus 8 7 15 77
Ak 361 478 538 | 3154 IRAE 5 1991 2429 2586 | 16890 MRSA 0 1 0 1
B MSSA 0 0 0 1
fH (TANA) i {% AF LV KA 0 0 0 0
AN AL, 5H 64 7H | &t i 5H 6H A A ol 0 1 0 2
adenovirus 40/41 0 0 0 1 Anaerobes 16 23 17 168 S. aureus 0 1 0 2
norovirus FEAH] 0 0 0 19 Escherichia coli 150 115 150 924 MRSA 24 16 35 189
rotavirus 0 0 0 9 Enterobacter spp. 6 8 14 54 MSSA 32 30 41 244
[ 0 0 0 20 Haemophilus influenzae 0 0 0 2 R AFVV R 0 0 0 0
Ak 33 31 47 397 Klebsiella pneumoniae 37 32 51 273 & 56 46 76 433
Klebsiella aerogenes 1 6 3 16 S. aureus 56 46 76 433
1 (JEH) Listeria monocytogenes 0 0 2 2 MRSA 27 28 18 161
Ji 4 5H 64 74 ailk Pseudomonas aeruginosa 18 13 21 91 I MSSA 28 25 27 218
Entamoeba histolytica 1 0 0 1 Salmonella spp. 1 3 2 9 e | AT VIR RTE 0 0 0 0
Bk 1 0 0 1 Staphylococcus aureus 55 53 45 379 = 55t 55 53 45 379
A 1 3 3 15 Staphylococcus =17 277 — Btk 111 123 131 728 S. aureus 55 53 45 379
Streptococcus B 5 6 5 47 MRSA 101 123 107 878
R (MoK, B8k, BfigAE) Streptococcus pneumoniae 5 0 8 24 v MSSA 92 106 100 854
B4 5H 64 7H ailk By 405 382 449 2717 % AF LV RN 0 0 0 0
Anaerobes 13 22 17 131 IR 4952 5682 6132 | 40892 ’ 55 193 229 207 1732
Escherichia coli 15 30 16 149 S. aureus 193 229 207 1732
Haemophilus influenzae 0 0 0 1 WK, S5 B X OV F RGBS DR MRSA 159 176 174 1309
Enterobacter spp. 2 10 13 59 iiga 5H 64 74 il & [_MSSA 162 168 179 1387
Klebsiella pneumoniae 6 14 11 76 Anaerobes 16 24 32 210 i AFTU R 0 0 0 0
Klebsiella aerogenes 0 4 1 11 Haemophilus influenzae 35 33 34 374 & 321 344 353 2696
Mycobacterium spp. 0 1 1 5 Klebsiella pneumoniae 49 64 77 522
Pseudomonas aeruginosa 4 3 5 27 Legionella pneumophila 0 0 1 4
Staphylococcus aureus 8 7 15 77 Mycobacterium tuberculosis 22 20 27 207
Staphylococcus =27 77 —Bkatk 6 1 5 41 Mycoplasma pneumoniae 0 0 0 15
[ 54 92 84 577 Pseudomonas aeruginosa 101 115 133 884
IR 414 498 488 [ 3148 Staphylococcus aureus 193 229 207 1732
Streptococcus A 4 1 2 21
K Streptococcus B 9 12 7 114
B4 SH 6H 7H ailk Streptococcus pneumoniae 15 17 23 227
Escherichia coli 0 1 1 3 By 444 515 543 4310
Listeria monocytogenes 0 0 1 1 AR 1869 | 2178 [ 2218 16940
e T * [&F 112202061 AN DDBETT
Streptococcus pneumoniae 0 0 0 1
(il 0 2 2 8
B4 101 141 144 935
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