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EHA 74 8 94 &
Candida albicans 63 51 55 541
Chlamydia trachomatis 8 5 8 43
Neisseria gonorrhoeae 0 0 0 3
Streptococcus B 72 72 65 661
REiH: 5 143 128 128 1248
HRATEEL 752 614 530] 5802
SN S, aureus DGR
B4 74 8 9H o
MRSA 6 4 6 58
J MSSA 4 0 3 28
@ AT Y ARl 0 0 0 0
&t 10 4 9 86
S. aureus 10 4 9 86
MRSA 8 4 2 38
7 MSSA 7 4 9 58
o AT R 0 0 0 0
&t 15 8 11 96
S. aureus 15 8 11 96
MRSA 0 1 1 3
B MSSA 0 0 0 1
e AT Y ARl 0 0 0 0
&t 0 1 1 4
S. aureus 0 1 1 4
MRSA 35 28 30 247
MSSA 41 33 41 318
K| ATV A 0 0 0 0
&t 76 61 71 565
S. aureus 76 61 71 565
MRSA 18 21 8 190
o MSSA 27 35 35 288
o AT R 0 3 0 3
&t 45 59 43 481
S. aureus 45 59 43 481
MRSA 107 122 93 1093
v MSSA 100 104 115 1073
gt L 2TV R 0 0 0 0
&t 207 226 208 2166
S. aureus 207 226 208 2166
MRSA 174 180 140 1629
4 [ __MSSA 179 176 203 1766
B ATV RBRAE 0 3 0 3
&t 353 359 343 3398

T4 7H 8H 9H &
Haemophilus influenzae 5 4 2 108
Streptococcus A 2 7 1 67
Streptococcus pneumoniae 9 8 3 86
Eh % 16 19 6 261
A 805 790 760 | 7567
JR

T4 7H 84 9H &
Acinetobacter spp. 5 2 5 34
Candida albicans 45 53 45 491
Enterobacter spp. 25 27 30 223
Enterococcus spp. 279 294 218 2282
Escherichia coli 568 626 453 4749
Klebsiella pneumoniae 123 127 111 976
Klebsiella aerogenes 12 14 13 92
Pseudomonas aeruginosa 87 103 86 688
Staphylococcus aureus 76 61 71 565
Staphylococcus =17 7' — PRk 209 253 191 1740
|k 1429 1560 1223 11840
A 2586 [ 2693 | 2192] 21775
1fiLig

T4 A 84 9H &
Anaerobes 17 19 19 206
Escherichia coli 150 162 102 1188
Enterobacter spp. 14 13 11 78
Haemophilus influenzae 0 0 0 2
Klebsiella pneumoniae 51 50 48 371
Klebsiella aerogenes 3 3 5 24
Listeria monocytogenes 2 1 0 3
Pseudomonas aeruginosa 21 18 10 119
Salmonella spp. 2 9 2 20
Staphylococcus aureus 45 59 43 481
Staphylococcus =17 7' — PRk 131 143 119 990
Streptococcus B 5 14 6 67
Streptococcus pneumoniae 8 4 0 28
R % 449 495 365 3577
A 6132 6491 5523 | 52906
WETR, KBRS L O FRGEN DO K

T4 7H 84 9H &
Anaerobes 32 26 26 262
Haemophilus influenzae 34 27 19 420
Klebsiella pneumoniae 77 97 74 693
Legionella pneumophila 1 0 0 4
Mycobacterium tuberculosis 27 47 43 297
Mycoplasma pneumoniae 0 0 0 15
Pseudomonas aeruginosa 133 122 108 1114
Staphylococcus aureus 207 226 208 2166
Streptococcus A 2 0 0 21
Streptococcus B 7 18 23 155
Streptococcus pneumoniae 23 26 11 264
Fh % 543 589 502 5401
A 2218 [ 2065 1955 | 20960

{8 (TR

Gt 75 8A 9J] &ak
Aeromonas hydrophila 0 0 1 2
Aeromonas sobria 0 1 0 1
Aeromonas hydrophila/sobria 0 1 0 1
Bacillus cereus 1 0 0 1
Campylobacter jejuni 56 48 30 287
Campylobacter coli 0 0 1 3
Campylobacter jejuni/coli 5 0 3 32
Clostridium perfringens 0 0 0 1
Escherichia coli, EHEC/STEC 2 1 1 5
Plesiomonas shigelloides 0 0 0 1
Salmonella Typhi 0 0 0 1
Salmonella 04 9 9 11 51
Salmonella 07 2 2 1 12
Salmonella_ 08 2 0 1 5
Salmonella_ 09 3 0 3 9
Salmonella 03, 10 1 0 0 1
Salmonella 013 0 0 2 2
Salmonella 018 1 0 0 1
Staphylococcus aureus 10 4 9 86
Vibrio parahaemolyticus 1 0 0 1
Yersinia pseudotuberculosis 0 0 0 1
[k 93 66 63 504
AR 538 521 444 4119
& (An2A)

AV AL A 8/ 9A At
adenovirus 40/41 0 0 1 2
norovirus FERB 0 0 0 19
rotavirus 0 0 0 9
Ak 0 0 1 30
A 47 45 50 492
& ()

Jii 14 7H 8 9H i
Entamoeba histolytica 0 0 0 1
Giardia lamblia 0 1 0 1
Ak 0 1 0 2
A 3 5 2 22
ZERIR (MK, BEK, BIikZRE)

BEiffid 7H 8H 9H aF
Anaerobes 17 14 19 164
Escherichia coli 16 28 14 191
Haemophilus influenzae 0 0 0 1
Enterobacter spp. 13 3 5 67
Klebsiella pneumoniae 11 10 5 91
Klebsiella aerogenes 1 1 3 15
Mycobacterium spp. 1 0 0 5
Pseudomonas aeruginosa 5 1 9 37
Staphylococcus aureus 15 8 11 96
Staphylococcus =177 —VPRatk 5 8 11 60
Streptococcus pneumoniae 0 0 1 1
[k 84 73 78 728
A 488 455 405 4008
BEK

BEiffid 7H 8H 9H i
Escherichia coli 1 0 0 3
Listeria monocytogenes 1 0 0 1
Staphylococcus aureus 0 1 1 4
Streptococcus B 0 0 0 1
Streptococcus pneumoniae 0 0 0 1
[k 2 1 1 10
A 144 133 107] 1175
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