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R 4 8H 9A 104 it HREA 81 9H 104 &t HREA 8H 9A 104 &t

Aeromonas hydrophila 0 1 0 2 Haemophilus influenzae 4 3 5 114 Candida albicans 51 57 49 592

Aeromonas sobria 1 0 0 1 Streptococcus A 7 3 3 72 Chlamydia trachomatis 5 9 6 50

Aeromonas hydrophila/sobria 1 0 0 1 Streptococcus pneumoniae 8 3 9 95 Neisseria gonorrhoeae 0 1 0 4

Bacillus cereus 0 0 0 1 [ 19 9 17 281 Streptococcus B 72 69 73 738

Campylobacter jejuni 48 34 42 333 AR 790 817 840 [ 8464 MR 128 136 128 1384

Campylobacter coli 0 1 1 4 TR 614 640 615 6527

Campylobacter jejuni/coli 0 3 2 34 JR

Clostridium perfringens 0 0 0 1 Hifi4 8H 94 104 &t It Sa7- S. aureus DER

Escherichia coli, EHEC/STEC 1 1 0 5 Acinetobacter spp. 2 6 3 38 F R4 84 9H 104 ok

Plesiomonas shigelloides 0 0 0 1 Candida albicans 53 45 50 541 MRSA 4 6 6 64

Salmonella Typhi 0 0 1 2 Enterobacter spp. 27 31 27 251 * MSSA 0 3 4 32

Salmonella 04 9 11 3 59 Enterococcus spp. 294 249 268 | 2581 @ ATV KR 0 0 0 0

Salmonella O7 2 2 1 14 Escherichia coli 626 537 538 5371 o 4 9 10 96

Salmonella O8 0 1 0 5 Klebsiella pneumoniae 127 131 147 1143 S. aureus 4 9 10 96

Salmonella 09 0 4 2 12 Klebsiella aerogenes 14 14 25 118 MRSA 4 3 4 43

Salmonella 03, 10 0 0 0 1 Pseudomonas aeruginosa 103 100 89 791 o MSSA 4 10 6 65

Salmonella 013 0 2 1 3 Staphylococcus aureus 61 76 70 640 E/JiIJ ATV KR 0 0 0 0

Salmonella 018 0 0 0 1 Staphylococcus =277 7 —Ratk 253 222 219 1990 &E 8 13 10 108

Staphylococcus aureus 4 9 10 96 BEEL 1560 1411 1436 | 13464 S. aureus 8 13 10 108

Vibrio parahaemolyticus 0 0 0 1 A 2693 2457 2589 | 24629 MRSA 1 1 1 4

Yersinia pseudotuberculosis 0 0 0 1 BE MSSA 0 0 0 1

BEERK 66 69 68 578 i (1% ATV R 0 0 0 0

R 521 505 455 4635 B4 8H 9H 104 &t & 1 1 1 5
Anaerobes 19 22 31 240 S. aureus 1 1 1 S

{# (TALR) Escherichia coli 162 131 146 1363 MRSA 28 33 26 276

AN AL 8 9A 10H Gk Enterobacter spp. 13 11 12 90 MSSA 33 43 44 364

adenovirus 40/41 0 1 0 2 Haemophilus influenzae 0 0 0 2 K| ATV KR 0 0 0 0

norovirus A 0 0 0 19 Klebsiella pneumoniae 50 52 52 427 o 61 76 70 640

rotavirus 0 0 0 9 Klebsiella aerogenes 3 5 7 31 S. aureus 61 76 70 640

[ 0 1 0 30 Listeria monocytogenes 1 0 0 3 MRSA 21 13 8 203

R 45 58 43 543 Pseudomonas aeruginosa 18 12 11 132 m MSSA 35 43 33 329
Salmonella spp. 9 4 5 27 P AF VR 3 0 0 3

1 (i) Staphylococcus aureus 59 56 41 535 o 59 56 41 535

J 4 8H 9H 10A aat Staphylococcus =17 77— Ratk 143 121 112 1104 S. aureus 59 56 41 535

Entamoeba histolytica 0 0 0 1 Streptococcus B 14 6 6 73 MRSA 122 102 131 1233

Giardia lamblia 1 0 0 1 Streptococcus pneumoniae 4 2 1 31 iz MSSA 104 119 106 1183

Bt 1 0 0 2 Bt 495 422 424 4058 o AF LV K 0 0 0 0

A 5 2 4 26 IR 6491 | 6067 6365] 59815 ’ &5 226 221 237 2416

S. aureus 226 221 237 2416

ZERINE (MK, BEK, BARfERL) eI, RIS L OV F RGEA OO EL MRSA 180 158 176 1823

4 8 9H 104 &t ol 8H 9A 104 &t & |_MSSA 176 218 193 1974

Anaerobes 14 22 27 194 Anaerobes 26 26 32 294 i AFI R 3 0 0 3

Escherichia coli 28 26 29 232 Haemophilus influenzae 27 21 35 457 o 359 376 369 3800

Haemophilus influenzae 0 0 0 1 Klebsiella pneumoniae 97 90 84 793

Enterobacter spp. 3 7 18 87 Legionella pneumophila 0 0 0 4

Klebsiella pneumoniae 10 14 15 115 Mycobacterium tuberculosis 47 45 35 334

Klebsiella aerogenes 1 4 6 22 Mycoplasma pneumoniae 0 0 0 15

Mycobacterium spp. 0 0 0 5 Pseudomonas aeruginosa 122 121 139 1266

Pseudomonas aeruginosa 1 10 8 46 Staphylococcus aureus 226 221 237 2416

Staphylococcus aureus 8 13 10 108 Streptococcus A 0 0 1 22

Staphylococcus =7 7 7 —atk 8 11 9 69 Streptococcus B 18 23 15 170

Streptococcus pneumoniae 0 1 0 1 Streptococcus pneumoniae 26 12 24 289

[ 73 108 122 880 e 589 549 602 6050

A 455 457 457 4517 A 2065 2117 2353 | 23475

i

BITEA, 88 [ on [ 104 | A * [&EH11%20205E1 AL OREITT .

Escherichia coli 0 0 0 3

Listeria monocytogenes 0 0 0 1

Staphylococcus aureus 1 1 1 5

Streptococcus B 0 0 1 2

Streptococcus pneumoniae 0 0 0 1

[ 1 1 2 12

A 133 116 146 1330
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