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P4 9AH 104 1A | &t R4 94 104 g [ &al
Aeromonas hydrophila 1 0 0 2 Escherichia coli 0 0 1 4
Aeromonas sobria 0 0 0 1 Listeria monocytogenes 0 0 0 1
Aeromonas hydrophila/sobria 0 0 0 1 Staphylococcus aureus 1 1 0 5
Bacillus cereus 0 0 0 1 Streptococcus B 0 1 1 3
Campylobacter jejuni 34 42 77 410 Streptococcus pneumoniae 0 0 0 1
Campylobacter coli 1 1 0 4 [ 1 2 2 14
Campylobacter jejuni/coli 3 2 4 38 TR 116 146 131 1461
Clostridium perfringens 0 0 0 1
Escherichia coli, EHEC/STEC 1 0 5 10 WHBE 35 J OV IEEED SO L
Plesiomonas shigelloides 0 0 0 1 B4 9A 104 114 il
Salmonella Typhi 0 1 0 2 Haemophilus influenzae 3 5 3 117
Salmonella 04 11 8 2 61 Streptococcus A 3 3 1 73
Salmonella 07 2 1 0 14 Streptococcus pneumoniae 3 9 9 104
Salmonella 08 1 0 1 6 Al 9 17 13 294
Salmonella 09 4 2 1 13 TRAE % 817 840 900 | 9364
Salmonella 03, 10 0 0 0 1
Salmonella O13 2 1 1 4 JR
Salmonella 018 0 0 0 1 T4 9H 104 114 &l
Staphylococcus aureus 9 10 8 104 Acinetobacter spp. 6 3 2 40
Vibrio parahaemolyticus 0 0 0 1 Candida albicans 45 50 58 599
Yersinia pseudotuberculosis 0 0 0 1 Enterobacter spp. 31 27 38 289
[k 69 68 99 677 Enterococcus spp. 249 268 246 | 2827
A 505 455 485 5120 Escherichia coli 537 538 516 5887
Klebsiella pneumoniae 131 147 127 1270
B (TUALR) Klebsiella aerogenes 14 25 18 136
A VAL, 9H 104 114 ailk Pseudomonas aeruginosa 100 89 75 866
adenovirus 40/41 1 0 1 3 Staphylococcus aureus 76 70 65 705
norovirus FEAH 0 0 1 20 Staphylococcus =777 —Plat 222 219 205 2195
rotavirus 0 0 0 9 Al 1411 1436 | 1350 | 14814
(il 1 0 2 32 IRAE % 2457 2589 2472 27101
A 58 43 57 600
Jii{d
fE ) Hfa4 9A 108 | 1A | &8k
JR A 94 10H 114 Bk Anaerobes 22 31 13 253
Entamoeba histolytica 0 0 0 1 Escherichia coli 131 146 132 1495
Giardia lamblia 0 0 0 1 Enterobacter spp. 11 12 3 93
[ 0 0 0 2 Haemophilus influenzae 0 0 1 3
WA 2 4 5 31 Klebsiella pneumoniae 52 52 46 473
Klebsiella aerogenes 5 7 2 33
AR (K, I8k, BIfiikAeL) Listeria monocytogenes 0 0 1 4
B4 9H 10H 114 ailk Pseudomonas aeruginosa 12 11 7 139
Anaerobes 22 27 12 206 Salmonella spp. 4 5 5 32
Escherichia coli 26 29 26 258 Staphylococcus aureus 56 41 57 592
Haemophilus influenzae 0 0 0 1 Staphylococcus =277 —Plat 121 112 93 1197
Enterobacter spp. 7 18 11 98 Streptococcus B 6 6 6 79
Klebsiella pneumoniae 14 15 12 127 Streptococcus pneumoniae 2 1 3 34
Klebsiella aerogenes 4 6 6 28 Btk 422 424 369 4427
Mycobacterium spp. 0 0 0 5 AR 6067 [ 6365| 6110] 65925
Pseudomonas aeruginosa 10 8 8 54
Staphylococcus aureus 13 10 11 119
Staphylococcus =17 77— Pk 11 9 6 75
Streptococcus pneumoniae 1 0 1 2
[k 108 122 93 973
A 457 457 443 [ 4960

* [&EH11%20205E1 AHSDEHTY,

R4 9H 104 114 &l
Anaerobes 26 32 44 338
Haemophilus influenzae 21 35 34 491
Klebsiella pneumoniae 90 84 85 878
Legionella pneumophila 0 0 0 4
Mycobacterium tuberculosis 45 35 33 367
Mycoplasma pneumoniae 0 0 0 15
Pseudomonas aeruginosa 121 139 95 1361
Staphylococcus aureus 221 237 230 2646
Streptococcus A 0 1 1 23
Streptococcus B 23 15 15 185
Streptococcus pneumoniae 12 24 19 308
By 549 602 556 6606
IRAE 5 2117 2353 2273 ] 25748
PRI ET- (3B S (U)W
R4 9H 104 114 ai
Candida albicans 57 49 54 646
Chlamydia trachomatis 9 6 2 52
Neisseria gonorrhoeae 1 0 0 4
Streptococcus B 69 73 75 813
[k 136 128 131 1515
IRAE % 640 615 662 7189
hEniz S. aureus DGR
[Eiiga 98 104 114 &l
MRSA 6 6 5 69
* MSSA 3 4 3 35
B 2T R 0 0 0 0
&gt 9 10 B 104
S. aureus 9 10 8 104
MRSA 3 4 6 49
7 MSSA 10 6 5 70
i 2TV R 0 0 0 0
&gt 13 10 11 119
S. aureus 13 10 11 119
MRSA 1 1 0 4
B MSSA 0 0 0 1
i 2TV R 0 0 0 0
&gt 1 1 0 5
S. aureus 1 1 0 5
MRSA 33 26 24 300
MSSA 43 44 41 405
R | ATV KRR 0 0 0 0
&gt 76 70 65 705
S. aureus 76 70 65 705
MRSA 13 8 23 226
i MSSA 43 33 34 363
i 2TV R 0 0 0 3
&gt 56 41 57 592
S. aureus 56 41 57 592
MRSA 102 131 122 1355
g MSSA 119 106 108 1291
g | 2T R 0 0 0 0
52t 221 237 230 2646
S. aureus 221 237 230 2646
MRSA 158 176 180 2003
& MSSA 218 193 191 2165
i AF VR 0 0 0 3
52t 376 369 371 4171
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