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{8 R EA) R VIR, RAERBIRB L O FRGED DO
B4 104 | 11l | 128 | &Gk [Eiia 104 | 114 | 128 | &3k [Eiia 104 | 114 | 128 | &3k
Aeromonas hydrophila 0 0 1 3 Escherichia coli 0 1 0 4 Anaerobes 32 44 33 371
Aeromonas sobria 0 0 0 1 Listeria monocytogenes 0 0 0 1 Haemophilus influenzae 35 34 26 517
Aeromonas hydrophila/sobria 0 0 0 1 Staphylococcus aureus 1 0 1 6 Klebsiella pneumoniae 84 85 80 958
Bacillus cereus 0 0 0 1 Streptococcus B 1 1 0 3 Legionella pneumophila 0 0 0 4
Campylobacter jejuni 42 77 41 451 Streptococcus pneumoniae 0 0 0 1 Mycobacterium tuberculosis 35 33 32 399
Campylobacter coli 1 0 0 4 [ 2 2 1 15 Mycoplasma pneumoniae 0 0 0 15
Campylobacter jejuni/coli 2 4 2 40 A 146 131 108 1569 Pseudomonas aeruginosa 139 95 116 1477
Clostridium perfringens 0 0 0 1 Staphylococcus aureus 237 230 254 2900
Escherichia coli, EHEC/STEC 0 5 1 11 NHEE 35 L OV HEED D O B} Streptococcus A 1 1 3 26
Plesiomonas shigelloides 0 0 0 1 R4 10H 114 125 &t Streptococcus B 15 15 12 197
Salmonella Typhi 1 0 0 2 Haemophilus influenzae 5 3 5 122 Streptococcus pneumoniae 24 19 16 324
Salmonella 04 8 2 0 61 Streptococcus A 3 1 0 73 [ 602 556 572 7178
Salmonella 07 1 0 0 14 Streptococcus pneumoniage 9 9 4 108 A 2353 2273| 2182] 27930
Salmonella O8 0 1 0 6 Ao 17 13 9 303
Salmonella 09 2 1 1 14 A5 840 900 925 ] 10289 PRIE EI1E 1B GRS SR (W) W
Salmonella 03, 10 0 0 0 1 B4 104 114 12H &t
Salmonella 013 1 1 0 4 SR Candida albicans 49 54 56 702
Salmonella 018 0 0 0 1 AR 104 114 124 &k Chlamydia trachomatis 6 2 3 55
Staphylococcus aureus 10 8 2 106 Acinetobacter spp. 3 2 6 46 Neisseria gonorrhoeae 0 0 1 5
Vibrio parahaemolyticus 0 0 0 1 Candida albicans 50 58 61 660 Streptococcus B 73 75 64 877
Yersinia pseudotuberculosis 0 0 0 1 Enterobacter spp. 27 38 28 317 ot 3k 128 131 124 1639
[ 68 99 48 725 Enterococcus spp. 268 246 272 3099 A 615 662 615 7804
EEN 455 485 369 [ 5489 Escherichia coli 538 516 527 6414
Klebsiella pneumoniae 147 127 102 1372 SNz S. aureus DGR
i (UA/LA) Klebsiella aerogenes 25 18 12 148 FE4 104 114 124 o8
A VAL, 10 111 12 &t Pseudomonas aeruginosa 39 75 36 952 MRSA 6 5 0 69
adenovirus 40/41 0 1 0 3 Staphylococcus aureus 70 65 73 778 * MSSA 4 3 2 37
norovirus FEAE 0 1 0 20 Staphylococcus =277 7 —Vatk 219 205 190 2385 @ ATV K BE 0 0 0 0
rotavirus 0 0 0 9 [ AR 1436 1350 1357 16171 &t 10 8 2 106
[ 0 2 0 32 WA 2589 2472 2459 29560 S. aureus 10 8 2 106
HRA 5 43 57 44 644 MRSA 4 6 2 51
JIRIE3 . MSSA 6 5 5 75
# (RH8) Eia 10A [ 1A [ 128 | #Ad S IPES T 0 0 0 0
SR A, 104 114 124 &t Anaerobes 31 13 24 277 i &t 10 11 7 126
Entamoeba histolytica 0 0 0 1 Escherichia coli 146 132 123 1618 S. aureus 10 11 7 126
Giardia lamblia 0 0 0 1 Enterobacter spp. 12 3 11 104 MRSA 1 0 0 4
[ 0 0 0 2 Haemophilus influenzae 0 1 1 4 B MSSA 0 0 1 2
A 4 5 5 36 Klebsiella pneumoniae 52 46 44 517 Z’; ATV RBE 0 0 0 0
Klebsiella aerogenes 7 2 6 39 &3 1 0 1 6
el (ask, I8k, BIfikAeL) Listeria monocytogenes 0 1 0 4 S. aureus 1 0 1 6
FEREA 104 114 12/ fex:is Pseudomonas aeruginosa 11 7 11 150 MRSA 26 24 33 333
Anaerobes 27 12 33 239 Salmonella spp. 5 5 0 32 MSSA 44 41 40 445
Escherichia coli 29 26 30 288 Staphylococcus aureus 41 57 46 638 R | AF UV RBE 0 0 0 0
Haemophilus influenzae 0 0 0 1 Staphylococcus =77 7 —E izt 112 93 106 1303 &t 70 65 73 778
Enterobacter spp. 18 11 8 106 Streptococcus B 6 6 7 86 S. aureus 70 65 73 778
Klebsiella pneumoniae 15 12 13 140 Streptococcus pneumoniae 1 3 6 40 MRSA 8 23 13 239
Klebsiella aerogenes 6 6 2 30 [k 424 369 385 4812 LﬂL MSSA 33 34 33 396
Mycobacterium spp. 0 0 0 5 A 6365 6110 6017] 71942 o ATV K BE 0 0 0 3
Pseudomonas aeruginosa 8 8 6 60 &3 41 57 46 638
Staphylococcus aureus 10 11 7 126 S. aureus 41 57 46 638
Staphylococcus =777 —Rlatk 9 6 7 82 MRSA 131 122 129 1484
Streptococcus pneumoniae 0 1 0 2 s MSSA 106 108 125 1416
R 122 93 106 1079 5 ATV KA 0 0 0 0
AR 457 443 444 | 5404 ’ &t 237 230 254 | 2900
* [&F 1320201 AN DEEHTT, S. aureus 237|230 254 2900
MRSA 176 180 177 2180
& [ _MSSA 193 191 206 | 2371
i ATV KR 0 0 0 3
&t 369 371 383 4554
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