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P A 1/ 2] o B4 1/ 2/ & Eifi4 1/ 2] a7
Aeromonas hydrophila 0 2 2 Acinetobacter spp. 8 2 10 Candida albicans 59 39 98
Campylobacter jejuni 26 23 49 Candida albicans 62 46 108 Chlamydia trachomatis 4 8 12
Campylobacter jejuni/coli 0 2 2 Enterobacter spp. 28 20 48 Streptococcus B 64 56 120
Escherichia coli , EHEC/STEC 1 1 2 Enterococcus spp. 271 242 513 | 127 103 230
Salmonella 04 3 2 5 Escherichia coli 506 526 1032 A 627 567 1194
Salmonella O7 7 0 7 Klebsiella pneumoniae 107 117 224
Salmonella O8 0 1 1 Klebsiella aerogenes 9 13 22 WS- S. aureus DPNER
Salmonella O13 1 0 1 Pseudomonas aeruginosa 76 71 147 [l 1A 2H A
Staphylococcus aureus 10 8 18 Staphylococcus aureus 78 58 136 MRSA 7 5 12
it gk 48 36 84 Staphylococcus 227777 —E Rtk 203 125 328 S MSSA 3 0 3
A% 391 335 726 % 1348 | 1220 2568 & AF VKA 0 0 0
TR 2498 | 2278 4776 £ 10 5 15
fE (VALA) S. aureus 10 5 15
VA NAL 14 24 il Jlikiz3 MRSA 3 2 5
adenovirus 40/41 1 0 1 i 1A 24 i 2o | _MSSA 5 9 14
norovirus BE ] 1 0 1 ‘Anacrobes 33 24 57 ;IFJ 2T KRR 0 0 0
[k 2 0 2 Escherichia coli 117 134 251 o180 8 11 19
TR 72 33 105 Enterobacter spp. 10 11 21 S. aureus 8 11 19
Haemophilus influenzae 0 1 1 MRSA 1 0 1
{d (J5h) Klebsiella pneumoniae 48 44 92 B MSSA 1 0 1
JE 4 14 2 &t Klebsiella aerogenes 7 6 13 WJ;Z AF VR 0 0 0
Entamoeba histolytica 0 1 1 Listeria monocytogenes 0 1 1 o180 2 0 2
| 0 1 1 Pseudomonas aeruginosa 8 14 22 S. aureus 2 0 2
TR 5 35 40 Salmonella spp. 2 1 3 MRSA 24 21 45
Staphylococcus aureus 64 67 131 MSSA 54 37 91
R (Fok, jEK, BfieL) Staphylococcus =7 75— Ptk 114 383 197 K| AFIV R 0 0 0
B4 14 2 fox Streptococcus B 13 7 20 & 78 58 136
Anaerobes 34 18 52 Streptococcus pneumoniae 6 0 6 S. aureus 78 58 136
Escherichia coli 22 28 50 [ 422 393 815 MRSA 27 20 47
Enterobacter spp. 7 5 12 WA 6180 5671 11851 i MSSA 37 47 84
Klebsiella pneumoniae 14 11 25 e AF LU R 0 0 0
Klebsiella aerogenes 2 5 7 VESE, KBS B LN FRUED O K && 64 67 131
Mycobacterium spp. 0 2 2 B4 1A 2H ai S. aureus 64 67 131
Pseudomonas aeruginosa 4 2 6 Anaerobes 56 31 87 MRSA 145 125 270
Staphylococcus aureus 8 11 19 Haemophilus influenzae 38 25 63 v MSSA 128 102 230
Staphylococcus 21777 —V &k 15 7 22 Klebsiella pneumoniae 70 82 152 e AF VR 0 0 0
Streptococcus pneumoniae 1 0 1 Legionella pneumophila 0 1 1 && 273 227 500
S 107 89 196 Mycobacterium tuberculosis 21 29 50 S. aureus 273 227 500
A5 447 426 873 Pseudomonas aeruginosa 111 87 198 MRSA 207 173 380
Staphylococcus aureus 273 227 500 & MSSA 228 195 423
i Streptococcus A 0 1 1 B AF LR 0 0 0
R4 15 24 At Streptococcus B 20 21 41 && 435 368 803
Staphylococcus aureus 2 0 2 Streptococcus pneumoniae 22 13 35
Streptococcus pneumoniae 2 0 2 [k 611 517 1128
| 15 0 15 R 2101 1982 4083
TR 117 103 220
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Haemophilus influenzae 3 1 — 4 * rﬁﬁ-“ (%2021 $1 A ﬁ‘bd)%ﬁa‘l‘f?’o
Streptococcus A 7 0 7
Streptococcus pneumoniae 1 3 4
A 11 4 15
A 1093 1219 2312
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