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Aeromonas hydrophila 0 2 0 2 Acinetobacter spp. 8 2 1 11 Candida albicans 59 39 64 162
Campylobacter jejuni 26 23 38 87 Candida albicans 62 46 50 158 Chlamydia trachomatis 4 8 5 17
Campylobacter jejuni/coli 0 2 4 6 Enterobacter spp. 28 20 22 70 Streptococcus B 64 56 89 209
Escherichia coli, EHEC/STEC 1 1 1 3 Enterococcus spp. 271 242 304 817 it 127 103 158 388
Salmonella 04 3 2 1 6 Escherichia coli 506 526 586 1618 A 627 567 727 1921
Salmonella O7 7 0 0 7 Klebsiella pneumoniae 107 117 104 328
Salmonella O8 0 1 0 1 Klebsiella aerogenes 9 13 8 30 W X472 S, aureus DNER
Salmonella 013 1 0 0 1 Pseudomonas aeruginosa 76 71 64 211 4 14 24 3/ oF
Staphylococcus aureus 10 8 8 26 Staphylococcus aureus 78 58 60 196 MRSA 7 5 6 18
B2k 48 36 52 136 Staphylococcus =7 75— P&k 203 125 207 535 o [_MSSA 3 0 2 5
R 391 335 370 | 1096 %% 1348 [ 1220 1406 3974 & AF VAR 0 0 0 0
TRA R 2498 [ 2278 2485 7261 && 10 5 8 23
i (TALA) S. aureus 10 5 3 23
ANAL 14 2/ 34 &t JIiRE3 MRSA 3 2 2 7
adenovirus 40/41 1 0 0 1 G4 14 2H 3H il 7= MSSA 5 9 4 18
norovirus FEAREH 1 0 5 6 Anaerobes 33 24 23 80 Sl AF ) Rt 0 0 0 0
[ 2 0 5 7 Escherichia coli 117 134 127 378 &it 8 11 6 25
TRA A 72 33 78 183 Enterobacter spp. 10 11 13 34 S. aureus 8 11 6 25
Haemophilus influenzae 0 1 0 1 MRSA 1 0 0 1
{# (JHH) Klebsiella pneumoniae 48 44 36 128 B MSSA 1 0 0 1
JR A 15 2H 34 it Klebsiella aerogenes 7 6 5 18 fl; AF VR 0 0 0 0
Entamoeba histolytica 0 1 0 1 Listeria monocytogenes 0 1 1 2 # && 2 0 0 2
e 0 1 0 1 Pseudomonas aeruginosa 8 14 17 39 S. aureus 2 0 0 2
TRA 5 35 38 78 Salmonella spp. 2 1 0 3 MRSA 24 21 24 69
Staphylococcus aureus 64 67 68 199 MSSA 54 37 36 127
R (oK, Bk, BAfikeE) Staphylococcus =177 77—V etk 114 83 107 304 R ATV EmA 0 0 0 0
R4 15 2H 35 &t Streptococcus B 13 7 2 22 &t 78 58 60 196
Anaerobes 34 18 31 83 Streptococcus pneumoniae 6 0 0 6 S. aureus 78 58 60 196
Escherichia coli 22 28 32 82 oS 422 393 399 1214 MRSA 27 20 24 71
Enterobacter spp. 7 5 11 23 A 6180 5671 6300 | 18151 i MSSA 37 47 44 128
Klebsiella pneumoniae 14 11 10 35 el AFV R 0 0 0 0
Klebsiella aerogenes 2 5 1 8 WL, RS E R SO FRaED SO B " &EF 64 67 68 199
Mycobacterium spp. 0 2 1 3 R4 1A 24 34 &t S. aureus 64 67 68 199
Pseudomonas aeruginosa 4 2 7 13 Anaerobes 56 31 40 127 MRSA 145 125 147 417
Staphylococcus aureus 8 11 6 25 Haemophilus influenzae 38 25 36 99 s MSSA 128 102 133 363
Staphylococcus =27 77— R ek 15 7 9 31 Klebsiella pneumoniae 70 82 67 219 95 AF VR 0 0 0 0
Streptococcus pneumoniae 1 0 0 1 Legionella pneumophila 0 1 0 1 ’ &it 273 227 280 780
%k 107 89 108 304 Mycobacterium tuberculosis 21 29 44 94 S. aureus 273 227 280 780
A 447 426 442 1315 Pseudomonas aeruginosa 111 87 119 317 MRSA 207 173 203 583
Staphylococcus aureus 273 227 280 780 & MSSA 228 195 219 642
i Streptococcus A 0 1 3 4 g AFTURBRE 0 0 0 0
B4 14 24 34 &t Streptococcus B 20 21 26 67 && 435 368 422 1225
Staphylococcus aureus 2 0 0 2 Streptococcus pneumoniae 22 13 28 63
Streptococcus pneumoniae 2 0 0 2 ot %% 611 517 643 1771
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Haemophilus influenzae 3 1 3 7
Streptococcus A 7 0 2 9 A= ~ ANEl 77
Streptococcus pneumoniae 1 3 3 7 * T = E+J %2021 E 1 H fﬁbw%ﬁ-l‘_cd%
|leeS 11 4 8 23
e 1093 1219] 1161 3473




	1
	病原体検出状況報告2021.3

