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T4 48 5H 6H At il 48 5A 61 At il 47 5H 6A At
Aeromonas hydrophila 0 0 0 2 Haemophilus influenzae 2 16 8 33 Candida albicans 45 42 55 304
Campylobacter jejuni 29 19 28 163 Streptococcus A 1 2 2 14 Chlamydia trachomatis 5 3 2 27
Campylobacter jejuni/coli 2 1 1 10 Streptococcus pneumoniae 5 18 23 53 Neisseria gonorrhoeae 0 1 0 1
Escherichia coli, EHEC/STEC 0 0 0 3 Bt 8 36 33 100 Streptococcus B 66 67 74 416
Salmonella 04 2 4 1 13 R 593 594 653 5313 Trichomonas vaginalis 0 1 0 1
Salmonella O7 1 0 4 12 [ 116 114 131 749
Salmonella 08 0 0 1 2 IR RN 589 620 676 | 3806
Salmonella 09 2 0 0 2 B4 44 5H 6H Al
Salmonella 013 0 0 0 1 Acinetobacter spp. 4 4 2 21 FHE 7z S. aureus DNER
Salmonella Z Mt 2 0 0 2 Candida albicans 54 45 54 311 i 4H 5H 6H &t
Staphylococcus aureus 7 5 3 41 Enterobacter spp. 21 24 21 136 MRSA 6 3 3 30
[ o 45 29 38 248 ENterococcus spp. 253 250 260 [ 1580 Jo |_MSSA 1 2 0 8
A 348 324 359 2127 Escherichia coli 502 489 562 3171 & AF VR E 0 0 0 0
Klebsiella pneumoniae 107 114 108 657 A& 7 5 3 38
{# (TA)LRA) Klebsiella aerogenes 10 13 13 66 S. aureus 7 5 3 38
A )AL, 4H 5H 64 Gk Pseudomonas aeruginosa 66 71 60 408 MRSA 4 4 8 23
adenovirus 40/41 0 0 0 1 Staphylococcus aureus 57 46 58 357 e MSSA 6 7 5 36
norovirus FE~H 7 6 5 24 Staphylococcus =17 77— Bzt 179 185 208 1107 % AF VR 0 0 0 0
o % 7 6 5 25 o % 1253 1241 1346 7814 &3t 10 11 13 59
A 72 55 76 386 A 5 2420 [ 2364 [ 2456 [ 14501 S. aureus 10 11 13 59
MRSA 0 1 0 2
& (i) i g [LMSSA 0 1 0 2
5L, 41 | 5A | 6H [ &ar B 47 | 53 | 68 | &2 e [ 2V R 0 0 0 0
Entamoeba histolytica 0 0 0 1 Anaerobes 19 32 26 157 A& 0 2 0 4
(SRR 0 0 0 1 Escherichia coli 135 144 146 803 S. aureus 0 2 0 4
A 61 52 39 230 Enterobacter spp. 7 8 12 61 MRSA 20 23 27 139
Haemophilus influenzae 0 1 0 2 MSSA 37 23 31 218
ZERR (MoK, 18Kk, BIfiik/eL) Klebsiella pneumoniae 36 43 24 231 R ATV ERA 0 0 0 0
[ A4 45 5H 6J] &5 Klebsiella aerogenes 2 4 5 29 &2t 57 46 58 357
Anaerobes 15 16 40 154 Listeria monocytogenes 0 1 1 4 S. aureus 57 46 58 357
Escherichia coli 11 19 27 139 Pseudomonas aeruginosa 9 22 10 80 MRSA 18 21 20 130
Enterobacter spp. 7 14 9 53 Salmonella_spp. 0 0 1 4 i MSSA 28 37 33 226
Klebsiella pneumoniae 6 4 13 58 Staphylococcus aureus 46 58 53 356 jorst AT U KR 0 0 0 0
Klebsiella aerogenes 6 3 3 20 Staphylococcus =277 7 —¥ &tk 94 155 107 660 i 55t 46 58 53 356
Mycobacterium spp. 2 2 0 7 Streptococcus B 6 6 12 46 S. aureus 46 58 53 356
Pseudomonas aeruginosa 4 3 4 24 Streptococcus pneumoniae 1 1 0 8 MRSA 113 112 90 732
Staphylococcus aureus 10 11 13 59 (SRR 355 475 397 2441 Wz MSSA 149 162 119 793
Staphylococcus =7 75— P&tk 9 9 3 57 A5 6045| 6143 | 6242] 36581 . AF VKR 0 0 0 0
Streptococcus pneumoniae 0 0 0 1 ’ &3t 262 274 209 1525
(AR 70 81 117 572 WK, BB IR L OV UEN DO EL S. aureus 262 274 209 | 1525
TR 408 380 488 2591 [ A4 44 SH 64 a5 MRSA 161 164 148 1056
Anaerobes 48 34 13 222 & MSSA 221 232 188 1283
iR Haemophilus influenzae 27 31 15 172 7 AT U KR 0 0 0 0
B4 4 5H 6H Al Klebsiella pneumoniae 73 76 63 431 i 382 396 336 | 2339
Escherichia coli 1 0 0 1 Legionella pneumophila 0 0 0 1
Staphylococcus aureus 0 2 0 4 Mycobacterium tuberculosis 45 22 32 193
Streptococcus B 0 1 1 2 Pseudomonas aeruginosa 106 89 122 634
Streptococcus pneumoniae 0 0 0 2 Staphylococcus aureus 262 274 209 1525
a3k 1 3 1 9 Streptococcus A 0 1 1 6
IR G 136 116 135 767 Streptococcus B 19 23 17 126 = ~ N
StreStococcus pneumoniae 18 24 19 124 * rﬁ E+J %2021 ﬂi1 H b\bw&‘ﬁ-l-_cj%
PR 598 574 491 3434
TR 2257 2115 2078 | 12858
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