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T4 8H 9A 108 | &FF B, 8H 9A 104 | &F PR, 8H 9A 108 | &FF
Aeromonas hydrophila 3 1 0 7 Haemophilus influenzae 7 1 4 59 Candida albicans 52 53 46 516
Aeromonas hydrophila/sobria 1 0 0 1 Streptococcus A 0 1 5 22 Chlamydia trachomatis 6 7 4 48
Campylobacter jejuni 24 26 18 266 Streptococcus pneumoniae 4 4 6 90 Neisseria gonorrhoeae 1 0 2 4
Campylobacter coli 0 1 1 4 Bt 11 6 15 171 Streptococcus B 73 72 64 714
Campylobacter jejuni/coli 0 0 2 17 A 760 798 583 8321 Trichomonas vaginalis 0 0 0 2
Escherichia coli, EHEC/STEC 3 1 0 8 AR 132 132 116 1284
Salmonella 04 9 2 5 33 IR A 641 699 614 6476
Salmonella 07 0 3 0 16 B4 8H 9H 10H Al
Salmonella O8 1 0 1 6 Acinetobacter spp. 3 5 3 37 Stz S, aureus ONER
Salmonella 09 0 3 0 5 Candida albicans 60 61 65 556 HifE4 8H 9H 104 &t
Salmonella 013 0 0 0 1 Enterobacter spp. 34 25 31 260 MRSA 7 5 2 48
Salmonella Z Ml 0 0 0 2 Enterococcus_spp. 275 250 255 2658 % MSSA 0 1 1 12
Staphylococcus aureus 7 6 3 63 Escherichia coli 635 574 553 5528 @ AF LV R 0 0 0 0
[iE=o 48 43 30 426 Klebsiella pneumoniae 135 123 150 1185 it 7 6 3 60
A 415 455 374 3807 Klebsiella aerogenes 18 17 14 128 S. aureus 7 6 3 60
Pseudomonas aeruginosa 104 107 111 803 MRSA 2 12 8 49
fHi (FANLR) Staphylococcus aureus 60 64 56 613 e | MSSA 4 4 12 66
A )L AL, 8 9A 10H &t Staphylococcus =17 7' 7 —Eat 258 267 240 2115 ;” AFVIURRE 0 0 0 0
adenovirus 40/41 1 1 2 5 o % 1582 1493 1478 | 13883 s 6 16 20 115
norovirus A< H] 1 0 1 28 A 2797 [ 2608 | 2586 | 25232 S. aureus 6 16 20 115
(A 2 1 3 33 MRSA 0 0 0 2
FA 5 53 32 65 597 JIiRES w |_MSSA 1 1 2 7
BT 4 8] 9" | 104 | 4z i 2TV kb 0 0 0 0
{8 (JFH) Anacrobes 34 34 19 284 il 1 1 2 9
S 4 8J] 9] 104 &t Escherichia coli 167 154 140 | 1437 S. aureus 1 1 2 9
Entamoeba histolytica 0 0 0 1 Enterobacter spp. 5 10 11 105 MRSA 24 25 20 249
(SRR 0 0 0 1 Haemophilus influenzae 0 0 0 2 MSSA 36 39 36 364
A 52 71 66 460 Klebsiella pneumoniae 58 39 58 439 R AFLVRBRE 0 0 0 0
Klebsiella aerogenes 10 0 4 47 s 60 64 56 613
R Mok, Ik, BAfiRZRL) Listeria monocytogenes 1 0 2 7 S. aureus 60 64 56 613
[ A4 8 9A 104 &F Pseudomonas aeruginosa 16 26 17 150 MRSA 30 37 8 234
Anaerobes 17 23 16 231 Salmonella spp. 2 10 3 22 i MSSA 31 32 50 377
Escherichia coli 22 31 30 253 Staphylococcus aureus 61 69 58 611 W AF LV RBE 0 0 0 0
Enterobacter spp. 6 5 11 87 Staphylococcus =17 77— Bzt 122 110 113 1134 it 61 69 58 611
Klebsiella pneumoniae 13 9 14 103 Streptococcus B 7 7 13 82 S. aureus 61 69 58 611
Klebsiella aerogenes 3 17 5 49 Streptococcus pneumoniae 3 2 0 13 MRSA 104 122 102 1168
Mycobacterium spp. 1 0 0 8 [ 486 461 438 | 4333 v MSSA 137 143 107 1291
Pseudomonas aeruginosa 7 7 15 57 A 6692 | 6304]| 6304] 62763 . AFVIURBRE 0 0 0 0
Staphylococcus aureus 6 16 20 115 s 241 265 209 2459
Staphylococcus =777 —Bak 5 10 8 86 VIR, KAE RS IREB L T RENLDOME S. aureus 241 265 209 [ 2459
Streptococcus pneumoniae 0 0 0 1 4 8H 94 104 55 MRSA 167 201 140 1750
R 80 118 119 990 Anaerobes 29 21 26 323 _ [ Mssa 209 220 208 2117
A 384 454 409 4268 Haemophilus influenzae 30 28 17 263 ! AF LV KRB 0 0 0 0
Klebsiella pneumoniae 88 89 83 762 s 376 421 348 3867
BT Legionella pneumophila 0 0 0 1
4 8H 94 10H Al Mycobacterium tuberculosis 42 43 23 332
Escherichia coli 0 0 0 2 Pseudomonas aeruginosa 160 145 135 1203
Staphylococcus aureus 1 1 2 9 Staphylococcus aureus 241 265 209 2459 AE ~ NEL 72
Streptococcus B 0 0 0 2 Streptococcus A 1 1 1 10 * T = E+J 'i2021 E1 H fﬁbw%ﬁ-l‘_cd%
Streptococcus pneumoniae 0 1 0 3 Streptococcus B 27 14 10 190
(SRR 1 2 2 16 Streptococcus pneumoniae 25 20 17 205
A 97 157 160 | 1349 B PEE 643 626 521 5748
TR 2432 2397 2252 | 22225
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