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＜その他の感染症情報＞
トリコモナス膣炎　20～24歳　2例、25～29歳　2例、40～44歳　１例
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2021.12.16 BI{E

{8 GHIE) WASE 45 L O SR IHEE D O R SR T T S G (W) Y
B4 94 10/ 1] &t BifE4: 97 10 11J] &t A 94 10/ 117 ek
Aeromonas hydrophila 1 0 0 7 Haemophilus influenzae 1 4 3 62 Candida albicans 53 46 57 573
Aeromonas hydrophila/sobria 0 0 0 1 Streptococcus A 1 5 0 22 Chlamydia trachomatis 7 4 4 52
Campylobacter jejuni 26 18 55 321 Streptococcus pneumoniae 4 6 6 96 Neisseria gonorrhoeae 0 2 0 4
Campylobacter coli 1 1 0 4 oS 6 15 9 180 Streptococcus B 72 64 64 778
Campylobacter jejuni/coli 0 2 4 21 RAEEL 798 583 578 8899 Trichomonas vaginalis 0 0 0 2
Escherichia coli, EHEC/STEC 1 0 1 9 e 132 116 125 1409
Salmonella 04 2 5 1 34 JK AR 699 614 612 7088
Salmonella 07 3 0 0 16 B4 9A 104 114 At
Salmonella O8 0 1 1 7 Acinetobacter spp. 5 3 3 40 STz S, aureus DGR
Salmonella 09 3 0 2 7 Candida albicans 61 65 60 616 AR 9A 104 114 a5
Salmonella 013 0 0 0 1 Enterobacter spp. 25 31 30 290 MRSA 5 2 3 51
Salmonella & DAt 0 0 0 2 Enterococcus spp. 250 255 329 2987 % MSSA 1 1 1 13
Staphylococcus aureus 6 3 4 67 Escherichia coli 574 553 611 6139 @ AF VU R 0 0 0 0
(AR 43 30 68 497 Klebsiella pneumoniae 123 150 159 1344 it 6 3 4 64
A 455 374 429 4229 Klebsiella aerogenes 17 14 19 147 S. aureus 6 3 4 64
68 Pseudomonas aeruginosa 107 111 93 896 MRSA 12 8 5 54
i (UAIRA) Staphylococcus aureus 64 56 61 674 7 MSSA 4 12 11 77
A VAL, 9H 104 114 &t Staphylococcus =7 75 —PRatt 267 240 232 2347 il AF UV KA 0 0 0 0
adenovirus 40/41 1 2 0 5 BoiE %k 1493 1478 1597 15480 il 16 20 16 131
norovirus R 0 1 7 35 A 2608 | 2586 | 2795| 28027 S. aureus 16 20 16 131
(AR 1 3 7 40 MRSA 0 0 1 3
A 32 65 81 678 JIIREES g [MSSA 1 2 0 7
H T4 9H 10H 11H &k W | 2T R 0 0 0 0
18 (JE ) Anaerobes 34 19 23 307 it 1 2 1 10
Ji A4, 9A4 104 114 &t Escherichia coli 154 140 164 1601 S. aureus 1 2 1 10
Entamoeba histolytica 0 0 0 1 Enterobacter spp. 10 11 9 114 MRSA 25 20 28 277
[ 0 0 0 1 Haemophilus influenzae 0 0 0 2 MSSA 39 36 33 397
TR 72 66 55 520 Klebsiella pneumoniae 39 58 49 488 TR AT VR 0 0 0 0
Klebsiella aerogenes 0 4 4 51 il 64 56 61 674
FfilE (MK, Bk, BIffifk7es) Listeria monocytogenes 0 2 2 9 S. aureus 64 56 61 674
R4 9H 104 11H 4t Pseudomonas aeruginosa 26 17 15 165 MRSA 37 8 19 253
Anaerobes 23 16 37 268 Salmonella spp. 10 3 1 23 i MSSA 32 50 26 403
Escherichia coli 31 30 29 282 Staphylococcus aureus 69 58 45 656 o AF VYRR 0 0 0 0
Enterobacter spp. 5 11 6 93 Staphylococcus =777 —E &tk 110 113 77 1211 it 69 58 45 656
Klebsiella pneumoniae 9 14 12 115 Streptococcus B 7 13 10 92 S. aureus 69 58 45 656
Klebsiella aerogenes 17 5 2 51 Streptococcus pneumoniae 2 0 3 16 MRSA 122 102 105 1273
Mycobacterium spp. 0 0 0 8 [l 461 438 402 4735 v MSSA 143 107 109 1400
Pseudomonas aeruginosa 7 15 4 61 AN 6304 6304 6311 69074 9% AF LV R 0 0 0 0
Staphylococcus aureus 16 20 16 131 il 265 209 214 2673
Staphylococcus =272 77—k 10 B 4 90 W, RAE WS IR SO FRUED DDA S. aureus 265 209 214 2673
Streptococcus pneumoniae 0 0 1 2 kit 9H 104 114 &t MRSA 201 140 161 1911
e 118 119 111 1101 Anaerobes 21 26 25 348 = MSSA 220 208 180 2297
TR 454 409 452 4720 Haemophilus influenzae 28 17 16 279 ! AF YRR 0 0 0 0
Klebsiella pneumoniae 89 83 91 853 it 421 348 341 4208
Rl Legionella pneumophila 0 0 0 1
HiFE4 9J] 10J] 11/] ait Mycobacterium tuberculosis 43 23 23 355
Escherichia coli 0 0 0 2 Pseudomonas aeruginosa 145 135 128 1331
Staphylococcus aureus 1 2 1 10 Staphylococcus aureus 265 209 214 2673 A ~ A S
Streptococcus B 0 0 0 2 Streptococcus A 1 1 2 12 * [EEHIF202151 AN SDRETT
Streptococcus pneumoniae 1 0 0 3 Streptococcus B 14 10 15 205
e 2 2 1 17 Streptococcus pneumoniae 20 17 24 229
AT 157 160 175 1524 [ 626 521 538 6286
A 2397 2252 2231 24456
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