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B4 104 114 121 At T4 104 114 124 o R4 104 117 127 aE
Aeromonas hydrophila 0 0 0 7 Haemophilus influenzae 4 3 6 68 Candida albicans 46 57 42 615
Aeromonas hydrophila/sobria 0 0 0 1 Streptococcus A 5 0 0 22 Chlamydia trachomatis 4 4 4 56
Campylobacter jejuni 18 55 63 384 Streptococcus pneumoniae 6 6 4 100 Neisseria gonorrhoeae 2 0 0 4
Campylobacter coli 1 0 2 6 PSR 15 9 10 190 Streptococcus B 64 64 69 847
Campylobacter jejuni/coli 2 4 2 23 K 583 578 559 9458 Trichomonas vaginalis 0 0 0 2
Clostridium perfringens 0 0 1 1 iR 116 125 115 1524
Escherichia coli, EHEC/STEC 0 1 0 9 R R 614 612 663 7751
Salmonella 04 5 1 1 35 e 104 114 124 &t
Salmonella O7 0 0 0 16 Acinetobacter spp. 3 3 6 46 s hiz S. aureus DGR
Salmonella 08 1 1 1 8 Candida albicans 65 60 62 678 R4 104 114 124 o8
Salmonella 09 0 2 3 10 Enterobacter spp. 31 30 21 311 MRSA 2 3 3 54
Salmonella O13 0 0 0 1 Enterococcus spp. 255 329 277 3264 S MSSA 1 1 1 14
Salmonella Z DAl 0 0 0 2 Escherichia coli 553 611 537 6676 & ATV R 0 0 0 0
Staphylococcus aureus 3 4 4 71 Klebsiella pneumoniae 150 159 125 1469 i 3 4 4 68
itk 30 68 77 574 Klebsiella aerogenes 14 19 19 166 S. aureus 3 4 4 68
A 374 429 493 4722 Pseudomonas aeruginosa 111 93 71 967 MRSA 8 5 2 56
Staphylococcus aureus 56 61 51 725 e MSSA 12 11 14 91
& (7 AL RA) Staphylococcus =27 77— Bk 240 232 218 2565 ;lj ATV KA 0 0 0 0
A )VAE, 10H 114 12H At [ 1478 1597 1387 16867 it 20 16 16 147
adenovirus 40/41 2 0 2 7 A5 2586 2795 2750 | 30777 S. aureus 20 16 16 147
norovirus FEAH] 1 7 16 51 MRSA 0 1 0 3
Btk 3 7 18 58 i ay [ MSSA 2 0 0 7
RiEn 65 81 154 832 3 10 [ 1A | 120 | 4 i [2T A 0 0 0 0
Anaerobes 19 23 24 331 B 2 1 0 10
{5 (Jid) Escherichia coli 140 164 165 1766 S. aureus 2 1 0 10
Jdg, 104 115 121 Gt Enterobacter spp. 11 9 17 131 MRSA 20 28 21 298
Entamoeba histolytica 0 0 0 1 Haemophilus influenzae 0 0 0 2 MSSA 36 33 30 427
[T 0 0 0 1 Klebsiella pneumoniae 58 49 50 538 K| AFLU R 0 0 0 0
R 66 55 71 591 Klebsiella aerogenes 4 4 5 56 it 56 61 51 725
Listeria monocytogenes 2 2 0 9 S. aureus 56 61 51 725
R (oK, K, By Pseudomonas aeruginosa 17 15 8 173 MRSA 8 19 16 269
A4 104 11H 121 aF Salmonella spp. 3 1 0 23 i MSSA 50 26 31 434
Anaerobes 16 37 24 292 Staphylococcus aureus 58 45 47 703 W AT VIR 0 0 0 0
Escherichia coli 30 29 28 310 Staphylococcus =177 7 — Ptk 113 77 121 1332 it 58 45 47 703
Enterobacter spp. 11 6 10 103 Streptococcus B 13 10 5 97 S. aureus 58 45 47 703
Klebsiella pneumoniae 14 12 11 126 Streptococcus pneumoniae 0 3 2 18 MRSA 102 105 116 1389
Klebsiella aerogenes 5 2 3 54 EPES 438 402 444 5179 W MSSA 107 109 138 1538
Mycobacterium spp. 0 0 0 8 Ak 6304 6311 6590 | 75664 s AF LV KA 0 0 0 0
Pseudomonas aeruginosa 15 4 3 64 i 209 214 254 2927
Staphylococcus aureus 20 16 16 147 WEE, RAEWBIIRB L O FRGED DO EL S. aureus 209 214 254 2927
Staphylococcus =77 7 — Bkt 8 4 6 96 4 104 114 12H aF MRSA 140 161 158 2069
Streptococcus pneumoniae 0 1 0 2 Anaerobes 26 25 18 366 =1 MSSA 208 180 214 2511
itk 119 111 101 1202 Haemophilus influenzae 17 16 26 305 " AT VIR 0 0 0 0
AR 409 452 472 5192 Klebsiella pneumoniae 83 91 72 925 it 348 341 372 4580
Legionella pneumophila 0 0 2 3
R Mycobacterium tuberculosis 23 23 39 394
R4 101 114 12H At Pseudomonas aeruginosa 135 128 146 1477
Escherichia coli 0 0 0 2 Staphylococcus aureus 209 214 254 2927
Staphylococcus aureus 2 1 0 10 Streptococcus A 1 2 1 13 A= ~ N
Streptococcus B 0 0 0 2 Streptococcus B 10 15 25 230 * T = ﬁ-“ %2021 ﬂ':1 ﬁ b\bo)%ﬁ+?j—°
Streptococcus pneumoniae 0 0 0 3 Streptococcus pneumoniae 17 24 13 242
[ALE 2 1 0 17 [ 521 538 596 | 6882
R 160 175 147 1671 IR 2252 2231[ 2325 26781
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