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pfEA 11 At
Aeromonas hydrophila 1 1
Campylobacter jejuni 36 36
Salmonella O4 2 2
Salmonella O9 1 1
Salmonella FEA~BA 1 1
Staphylococcus aureus 3 3
SR 44 44
A 401 401
fF (ANR)

AL, 14 (=X
norovirus A 22 22
rotavirus 5 5
[CAE 27 27
A 166 166
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(iR 3 3
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A 14 aEt
Anaerobes 31 31
Escherichia coli 22 22
Enterobacter spp. 5 5
Klebsiella pneumoniae 12 12
Pseudomonas aeruginosa 10 10
Staphylococcus aureus 15 15
Staphylococcus =17 75 —Platt 3 3
[CAE 98 98
A 465 465
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B4 14 aEt
A 134 134
WA 36 L O S IREEA D DAL

B4 14 &t
Haemophilus influenzae 3 3
Streptococcus A 3 3
Streptococcus pneumoniae 2 2
[CAE 8 3
A 633 633
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Acinetobacter spp. 3 3
Candida albicans 70 70
Enterobacter spp. 28 28
Enterococcus spp. 326 326
Escherichia coli 520 520
Klebsiella pneumoniae 148 148
Klebsiella aerogenes 17 17
Pseudomonas aeruginosa 102 102
Staphylococcus aureus 82 82
Staphylococcus =27 77— ek 250 250
PR 1546 1546
WA 2737 2737
1%

B4 14 Al
Anaerobes 38 38
Escherichia coli 135 135
Enterobacter spp. 8 8
Haemophilus influenzae 1 1
Klebsiella pneumoniae 36 36
Klebsiella aerogenes 8 8
Pseudomonas aeruginosa 10 10
Salmonella spp. 1 1
Staphylococcus aureus 89 89
Staphylococcus =17 77 —F &tk 113 113
Streptococcus B 14 14
Ak 453 453
A 6515 6515
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B4 14 Al
Anaerobes 30 30
Haemophilus influenzae 31 31
Klebsiella pneumoniae 100 100
Mycobacterium tuberculosis 46 46
Mycoplasma pneumoniae 1 1
Pseudomonas aeruginosa 134 134
Staphylococcus aureus 264 264
Streptococcus A 2 2
Streptococcus B 22 22
Streptococcus pneumoniae 14 14
[ 644 644
ENG 2287 2287

R4 1A 8%
Candida albicans 50 50
Chlamydia trachomatis 2 2
Streptococcus B 56 56
[ 108 108
A 569 569
WSz S, aureus DPIER
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MRSA 2 2
K MSSA 1 1
i AF VR 0 0
il 3 3
S. aureus 3 3
MRSA 8 8
. MSSA 7 7
% AF AR A 0 0
il 15 15
S. aureus 15 15
MRSA 0 0
- MSSA 0 0
i{% ATV R 0 0
il 0 0
S. aureus 0 0
MRSA 31 31
MSSA 51 51
R AFTV R 0 0
il 82 82
S. aureus 82 82
MRSA 37 37
i MSSA 52 52
e {%C/U‘/j:-fﬁﬁ 0 0
il 89 89
S. aureus 89 89
MRSA 125 125
v MSSA 139 139
. AF LR 0 0
il 264 264
S. aureus 264 264
MRSA 203 203
& [ MSsA 250 250
it [ AF U R A 0 0
il 453 453
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