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DA 2/ 37 44 At R4 2/ 3H 44 Hrit B4 2/ 37 4 ot
Aeromonas hydrophila 0 0 0 1 Acinetobacter spp. 3 0 3 9 Candida albicans 39 42 34 165
Campylobacter jejuni 17 23 42 118 Candida albicans 80 69 42 261 Chlamydia trachomatis 6 2 5 15
Campylobacter jejuni/coli 1 0 4 5 Enterobacter spp. 25 32 23 108 Neisseria gonorrhoeae 1 0 0 1
Plesiomonas shigelloides 0 0 1 1 Enterococcus spp. 271 282 236 1115 Streptococcus B 59 71 56 242
Salmonella_04 0 1 0 3 Escherichia coli 496 554 508 2078 [ 105 115 95 423
Salmonella 07 0 0 1 1 Klebsiella pneumoniae 122 111 93 474 B 570 676 607 2422
Salmonella_ 09 0 1 1 3 Klebsiella aerogenes 10 17 13 57
Salmonella FfAH] 0 0 0 1 Pseudomonas aeruginosa 68 85 98 353
Staphylococcus aureus 5 6 1 15 Staphylococcus aureus 58 67 49 256 Sz S, aureus DR
Yersinia enterocolitica 0 0 1 1 Staphylococcus 17”277 —Platk 164 206 238 858 B4 24 3A 45 et
Yersinia pseudotuberculosis 0 1 0 1 itk 1297 1423 1303 5569 MRSA 1 4 1 8
AR 23 32 51 150 A 2337 2685 2381 10140 % MSSA 4 2 0 7
[ 305 344 356 1406 @ ATV AR 0 0 0 0
JIiRIE3 H 5 6 1 15
i (TANRA) B4 21 3A 47 &F S. aureus 5 6 1 15
TANAL 24 3A 4H arat Anaerobes 26 17 39 120 MRSA 4 7 5 24
adenovirus 40/41 3 1 1 S Escherichia coli 103 125 174 537 e MSSA 5 12 2 26
norovirus R 6 1 2 31 Enterobacter spp. 7 5 3 23 ;J AF VR RA 0 0 0 0
rotavirus 0 1 0 6 Haemophilus influenzae 0 0 1 2 H 9 19 7 50
[l 9 3 3 42 Klebsiella pneumoniae 38 41 39 154 S. aureus 9 19 7 50
B 110 96 113 485 Klebsiella aerogenes 2 2 5 17 MRSA 0 0 0 0
Listeria monocytogenes 1 0 0 1 B MSSA 1 0 1 2
i (s H) Pseudomonas aeruginosa 10 14 14 48 ZZ AF VKA 0 0 0 0
S A 24 3A 4H et Salmonella_spp. 1 0 1 3 i 1 0 1 2
Giardia lamblia 0 1 0 1 Staphylococcus aureus 81 90 57 317 S. aureus 1 0 1 2
[Pl 0 1 0 1 Staphylococcus =172 7 —PRatk 102 127 88 430 MRSA 21 26 21 99
B 0 1 2 6 Streptococcus B 0 10 7 31 MSSA 37 41 28 157
Streptococcus pneumoniae 2 3 1 6 JR AF LU KA 0 0 0 0
ZERIR (MoK, ok, BIHink7ZRL) AR 373 434 429 1689 S 58 67 49 256
B4 24 3H 44 aat A 5670 [ 6263 | 5765 | 24213 S. aureus 58 67 49 256
Anaerobes 17 29 28 105 MRSA 31 30 24 122
Escherichia coli 17 31 31 101 VEIE, AR R4 SOV R UGB DO EL " MSSA 50 60 33 195
Enterobacter spp. 2 6 13 26 FRi4 2A 3H 44 & W AF VKA 0 0 0 0
Klebsiella pneumoniae 12 11 15 50 Anaerobes 26 28 19 103 it 81 90 57 317
Klebsiella aerogenes 1 1 3 5 Haemophilus influenzae 21 31 16 99 S. aureus 81 90 57 317
Mycobacterium spp. 1 0 0 1 Klebsiella pneumoniae 70 82 88 340 MRSA 127 129 109 490
Pseudomonas aeruginosa 7 3 13 33 Legionella pneumophila 0 0 1 1 Wi MSSA 126 129 116 510
Staphylococcus aureus 9 19 7 50 Mycobacterium tuberculosis 43 26 22 137 % AF LU KA 0 0 0 0
Staphylococcus 17277 —Platk 6 6 2 17 Mycoplasma pneumoniae 0 0 0 1 it 253 258 225 1000
AR 72 106 112 388 Pseudomonas aeruginosa 124 118 86 462 S. aureus 253 258 225 1000
B 406 446 383 1700 Staphylococcus aureus 253 258 225 1000 MRSA 184 196 160 743
Streptococcus A 0 0 0 2 & MSSA 223 244 180 897
KIS Streptococcus B 22 14 16 74 at AF LUK 0 0 0 0
A 2A 3A 4A &t Streptococcus pneumoniae 8 18 13 53 it 407 440 340 1640
Staphylococcus aureus 1 0 1 2 itk 567 575 486 2272
Streptococcus pneumoniae 1 0 0 1 B 2051 2309 2017 8664
AR 2 0 1 3
A 144 132 126 536
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Haemophilus _influenzae 2 3 5 13
Streptococcus A 0 0 0 3
Streptococcus pneumoniae 0 3 6 11
[ 2 6 11 27
A 442 573 479 | 2127
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