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EifEA SH16A | 7H | &3 B4 5H 651 7H &t B4 5H 651 7H ot
Aeromonas hydrophila 0 0 1 2 Haemophilus_influenzae 3 8 5 29 Candida albicans 48 39 40 292
Aeromonas sobria 0 0 1 1 Streptococcus A 2 1 0 6 Chlamydia trachomatis 2 3 4 24
Aeromonas hydrophila/sobria 2 3 0 5 Streptococcus pneumoniae 4 12 10 37 Neisseria gonorrhoeae 0 0 0 1
Campylobacter jejuni 36| 32| 22 208 e 9 21 15 72 Streptococcus B 57 57 45 401
Campylobacter coli 0 2 1 3 AR 529 631 647 3934 e 107 99 89 718
Campylobacter jejuni/coli 3 2 2 12 A2 600 636 561 4219
Escherichia coli , EHEC/STEC 2 1 3 6 IR
Plesiomonas shigelloides 0 0 0 1 Hfi4 5H 65 7H &t RSz S, aureus DNER
Salmonella 04 6 2 0 11 Acinetobacter spp. 1 7 7 24 HRE4 5H [3;] 7H foxiis
Salmonella_O7 0 0 2 3 Candida albicans 52 61 67 441 MRSA 4 8 3 23
Salmonella 08 1 1 3 5 Enterobacter spp. 29 32 42 211 S MSSA 2 2 4 15
Salmonella_ 09 2 0 0 5 Enterococcus spp. 267 280 276 1938 @ AT VUK 0 0 0 0
Salmonella_Z DAl 0 0 1 1 Escherichia coli 588 564 624 3854 it 6 10 7 38
Salmonella #EAH] 0 0 0 1 Klebsiella pneumoniae 119 103 137 833 S. aureus 6 10 7 38
Staphylococcus aureus 6 10 7 38 Klebsiella aerogenes 14 8 11 90 MRSA 1 1 4 30
Yersinia enterocolitica 0 1 0 2 Pseudomonas aeruginosa 95 106 97 651 7 MSSA 7 8 5 46
Yersinia pseudotuberculosis 0 0 0 1 Staphylococcus aureus 65 57 80 458 il AF VU ARRA 0 0 0 0
[ 58 54| 43[ 305 Staphylococcus 217777 —BRatk 216 218 254 1546 i 8 9 9 76
TR 375 4241 403 | 2608 [N 1446 1436 1598 10049 S. aureus [} 9 9 76
BRA T 2767 2527 2897 18331 MRSA 0 0 1 1
f# (FAL2) gy [MSSA 1 0 0 3
AN A%, SH 6 [ 70 [ &t ik i [ AT R 0 0 0 0
adenovirus 40/41 9 9 71 30 B4 SH 61 7H &t it 1 0 1 4
norovirus ffA~H] 2 1 1 35 Anacrobes 31 30 31 212 S. aureus 1 0 1 4
rotavirus 1 2 0 9 Escherichia coli 173 135 144 989 MRSA 23 27 37 186
[ 2] 12 8 74 Enterobacter_spp. 18 6 11 58 MSSA 42 30 43 272
A 119] 131 ] 101 836 Haemophilus influenzae 2 0 0 4 PR AF IV E A 0 0 0 0
Klebsiella pneumoniae 40 34 50 278 i 65 56 80 457
{5 (FiH) Klebsiella aerogenes 5 2 7 31 S. aureus 65 57 30 458
JRh A sH1e6A |78 | &5t Listeria monocytogenes 1 1 0 3 MRSA 21 17 27 187
Giardia lamblia 0 0 0 1 Pseudomonas aeruginosa 20 16 12 96 i MSSA 49 41 45 330
[P 0 0 0 1 Salmonella_spp. 0 0 2 5 P AF VKRR 0 0 0 0
FRA R 2 7 5 20 Staphylococcus aureus 70 58 72 517 &t 70 58 72 517
Staphylococcus =17 75— P&k 112 82 156 780 S. aureus 70 58 72 517
ZEAIE (K, Bk, BAfiig7RE) Streptococcus B 5 8 4 48 MRSA 133 120 120 863
B4 sH1eA |78 [ &3 Streptococcus pneumoniae 0 3 0 9 W MSSA 89 110 91 800
Anaerobes 31 36 20 192 e 477 375 489 3030 % AF VU ARRA 0 0 0 0
Escherichia coli 20 22 24 167 A2 6417 5877 6984 43491 it 222 230 211 1663
Enterobacter spp. 8 6 5 45 S. aureus 222 230 211 1663
Klebsiella pneumoniae ] 1] 1 82 VIR, SIS L OV FRUED LD EL MRSA 182 173 192 1290
Klebsiella aerogenes 4 2 4 15 HE4 SH 6H 7H it A MSSA 190 191 188 1466
Mycobacterium spp. 0 0 2 3 Anacrobes 29 31 27 190 it AF )R 0 0 0 0
Pseudomonas aeruginosa 5 7 6 51 Haemophilus influenzae 31 28 23 181 it 372 364 380 2756
Staphylococcus aureus 8 9 9 76 Klebsiella pneumoniae 83 69 112 604
Staphylococcus =77 F —E 5 4 4 30 Legionella pneumophila 0 1 1 3
o2k oL 97| 85[ 661 Mycobacterium tuberculosis 25 33 40 235
AR 446 [ 449 399 2994 Mycoplasma pneumoniae 0 0 0 1
Pseudomonas aeruginosa 123 105 110 800
Btk Staphylococcus aureus 222 230 211 1663
A sH1e6A |78 | &5t Streptococcus A 0 1 1 4
Haemophilus influenzae 0 2 0 2 Streptococcus B 16 15 18 123
Staphylococcus aureus 1 0 1 4 Streptococcus pneumoniae 13 18 14 98
Streptococcus B 1 0 0 1 [AE s 542 531 557 3902
Streptococcus pneumoniae 0 0 0 1 AR 2107 2212 2180 15163
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