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B4 651 7H 85 &t
Candida albicans 39 40 48 340
Chlamydia trachomatis 3 4 4 28
Neisseria gonorrhoeae 0 0 1 2
Streptococcus B 57 45 62 463
[ 99 89 115 833
BRI 636 561 585 4804
SN S, aureus DPNER
B4 6H 7H 8H EEr
MRSA 8 3 5 28
* MSSA 2 4 1 16
i AT VUK 0 0 0 0
it 10 7 6 44
S. aureus 10 7 6 44
MRSA 1 4 2 32
7 MSSA 8 5 9 55
o ATV KA 0 0 0 0
it 9 9 11 87
S. aureus 9 9 11 87
MRSA 0 1 0 1
B MSSA 0 0 0 3
it AT VUK 0 0 0 0
it 0 1 0 4
S. aureus 0 1 0 4
MRSA 27 37 39 225
MSSA 30 43 42 314
;3 ATV KR 0 0 0 0
i 56 80 81 538
S. aureus 57 80 81 539
MRSA 17 27 21 208
i MSSA 41 45 40 370
it AT VUK 0 0 0 0
it 58 72 61 578
S. aureus 58 72 61 578
MRSA 120 120 148 1011
Wi MSSA 110 91 137 937
% AF VU ARRA 0 0 0 0
it 230 211 285 1948
S. aureus 230 211 285 1948
MRSA 173 192 215 1505
& MSSA 191 188 229 1695
&t AT L) KA 0 0 0 0
it 364 380 444 3200

B4 6 7H 87 ik
Haemophilus _influenzae 8 5 6 35
Streptococcus A 1 0 2 8
Streptococcus pneumoniae 12 10 8 45
[DIiE 21 15 16 88
A I H 631 647 697 4631
MR
B4 6 7H 87 ik
Acinetobacter spp. 7 7 6 30
Candida albicans 61 67 66 507
Enterobacter spp. 32 42 46 257
Enterococcus_spp. 280 276 275 2213
Escherichia coli 564 624 605 4459
Klebsiella pneumoniae 103 137 145 978
Klebsiella aerogenes 8 11 14 104
Pseudomonas aeruginosa 106 97 99 750
Staphylococcus aureus 57 80 81 539
Staphylococcus =7 77— B &k 218 254 226 1772
[ 1436 1598 1563 11612
TRATE 2527 2897 3046 21377
Jiikzd
BHEA 6 7H 8H &t
Anaerobes 30 31 27 239
Escherichia coli 135 144 163 1152
Enterobacter spp. 6 11 13 71
Haemophilus influenzae 0 0 0 4
Klebsiella pneumoniae 34 50 47 325
Klebsiella aerogenes 2 7 12 43
Listeria monocytogenes 1 0 2 5
Pseudomonas aeruginosa 16 12 23 119
Salmonella spp. 0 2 2 7
Staphylococcus aureus 58 72 61 578
Staphylococcus =7 77— Bk 82 156 171 951
Streptococcus B 8 4 11 59
Streptococcus pneumoniae 3 0 1 10
[ 375 489 533 3563
AT 5877 6984 7126 50617
IR, SR R 48 SOV F Sl SO R E
R4 61 7H 8H &t
Anaerobes 31 27 24 214
Haemophilus influenzae 28 23 20 201
Klebsiella pneumoniae 69 112 114 718
Legionella pneumophila 1 1 1 4
Mycobacterium tuberculosis 33 40 27 262
Mycoplasma pneumoniae 0 0 0 1
Pseudomonas aeruginosa 105 110 130 930
Staphylococcus aureus 230 211 285 1948
Streptococcus A 1 1 0 4
Streptococcus B 15 18 20 143
Streptococcus pneumoniae 18 14 18 116
R 531 557 639 4541
RRATE 2212 2180 2412 17575
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B A4 6 [ 74 [ 8 | &dt
Aeromonas hydrophila 0 1 1 3
Aeromonas sobria 0 1 0 1
Aeromonas hydrophila/sobria 3 0 0 5
Campylobacter jejuni 32 22 7] 215
Campylobacter coli 2 1 1 4
Campylobacter jejuni/coli 2 2 1 13
Escherichia coli, EHEC/STEC 1 3 0 6
Plesiomonas shigelloides 0 0 0 1
Salmonella_04 2 0 8 19
Salmonella_O7 0 2 0 3
Salmonella_08 1 3 1 6
Salmonella_09 0 0 0 5
Salmonella_Z 0 1 1 2
Salmonella BEAH] 0 0 0 1
Staphylococcus aureus 10 7 6 44
Yersinia enterocolitica 1 0 0 2
Yersinia pseudotuberculosis 0 0 0 1
i3 54 43 26| 331
A T H 424 | 403 [ 322 2930
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IAINAL 6 [ 74 | 85 [ &if
adenovirus 40/41 9 7 1 31
norovirus A< 1 1 0 35
rotavirus 2 0 0 9
e 12 8 1 75
A I H 131 ] 101 94] 930
{8 _(Jid)

A 6 [ 74 | 851 [ &if
Giardia lamblia 0 0 0 1
EFitE 0 0 0 1
A T H 7 5 4] 24
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B4 oA [ 74 | 84 | &t
Anaerobes 36 20 28| 220
Escherichia coli 22 24 27] 194
Enterobacter spp. 6 5 12 57
Klebsiella pneumoniae 11 11 18] 100
Klebsiella aerogenes 2 4 1 16
Mycobacterium spp. 0 2 0 3
Pseudomonas aeruginosa 7 6 13 64
Staphylococcus aureus 9 9 11 87
Staphylococcus =17 77—tk 4 4 6 36
e 97 85| 116]| 777
A T H 449 | 399 [ 479 | 3473
Bl

[#F 4 oH [ 74 | 8 [ At
Haemophilus _influenzae 2 0 0 2
Staphylococcus aureus 0 1 0 4
Streptococcus B 0 0 0 1
Streptococcus pneumoniae 0 0 0 1
[P 2 1 0 8
TRATE 143 ] 136 ] 137 1086
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