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《その他感染症情報》
トリコモナス膣炎15～19歳1例、20～24歳1例、25～29歳2例、45～49歳1例、50～54歳1例
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R R4 8H 9A 104 &t R 8H 9A 104 &t R 81 91 104 &t
Aeromonas hydrophila 1 1 2 6 Haemophilus influenzae 6 6 12 53 Candida albicans 48 41 40 421
Aeromonas sobria 0 0 0 1 Streptococcus A 2 0 2 10 Chlamydia trachomatis 4 3 3 34
Aeromonas hydrophila/sobria 0 0 0 5 Streptococcus pneumoniae 8 12 15 72 Neisseria gonorrhoeae 1 0 1 3
Campylobacter jejuni 7 12 15 242 [l 16 18 29 135 Streptococcus B 62 67 53 583
Campylobacter coli 1 0 0 4 AR 697 620 659 5910 [l 115 111 97 1041
Campylobacter jejuni/coli 1 1 2 16 AR 585 619 549 5972
Escherichia coli, EHEC/STEC 0 1 1 8 IR
Plesiomonas shigelloides 0 0 0 1 FAEA 8H 9H 10H it BHSh/z S, aureus DR
Salmonella 04 8 3 5 27 Acinetobacter spp. 6 5 4 39 [l 2 8H 9H 10H it
Salmonella 07 0 1 0 4 Candida albicans 66 64 73 644 MRSA 5 4 4 36
Salmonella_O8 1 4 2 12 Enterobacter spp. 46 36 35 328 e MSSA 1 0 1 17
Salmonella 09 0 1 1 7 Enterococcus_spp. 275 265 258 2736 ® AFL UK 0 0 0 0
Salmonella &t 1 0 0 2 Escherichia coli 605 630 584 5673 it 6 4 5 53
Salmonella AR 0 0 0 1 Klebsiella pneumoniae 145 173 155 1306 S. aureus 6 4 5 53
Staphylococcus aureus 6 4 5 53 Klebsiella aerogenes 14 21 21 146 MRSA 2 1 4 37
Yersinia enterocolitica 0 0 0 2 Pseudomonas aeruginosa 99 85 111 946 s MSSA 9 9 6 70
Yersinia pseudotuberculosis 0 0 0 1 Staphylococcus aureus 81 64 77 680 % AFL UK 0 0 0 0
[PALE- 26 28 33 392 Staphylococcus =17 77— PRafk 226 221 195 2188 it 11 10 10 107
FRAEE 322 363 348 3641 [ 1563 1564 1513 14689 S. aureus 11 10 10 107
AR 3046 2854 2782 27013 MRSA 0 0 0 1
f# (TALR) B | MSSA 0 3 2 3
AN AT 871 9] 1073 &Et L e W D N 0 0 0 0
adenovirus 40/41 1 3 0 34 R4 81 94 104 &t it 0 3 2 9
norovirus FERH 0 2 0 37 Anaerobes 27 25 18 282 S. aureus 0 3 2 9
rotavirus 0 1 0 10 Escherichia coli 163 180 144 1476 MRSA 39 31 36 292
[l 1 6 0 81 Enterobacter spp. 13 13 12 96 MSSA 42 33 41 388
AR 94 101 105 1136 Haemophilus influenzae 0 1 2 7 R AF VR 0 0 0 0
Klebsiella pneumoniae 47 51 66 442 it 81 64 77 679
fE J5id) Klebsiella aerogenes 12 10 3 56 S. aureus 31 64 77 680
JRH A 8H 9H 10H it Listeria monocytogenes 2 0 0 5 MRSA 21 25 12 245
Entamoeba histolytica 0 0 1 1 Pseudomonas aeruginosa 23 20 15 154 o MSSA 40 62 35 467
Giardia lamblia 0 0 0 1 Salmonella spp. 2 2 2 11 o AF VKR 0 0 0 0
[l 0 0 1 2 Staphylococcus aureus 61 87 47 712 it 61 87 47 712
A 4 3 2 29 Staphylococcus =17 77— P2tk 171 146 111 1208 S. aureus 61 87 47 712
Streptococcus B 11 6 9 74 MRSA 148 123 125 1259
Zefilite (K, 7K, BafiEZeL) Streptococcus pneumoniae 1 3 1 14 W MSSA 137 127 122 1186
V4 81 9H 104 &t [ 533 544 430 4537 . ATV R 0 0 0 0
Anacrobes 28 22 23 265 TR 7126 6768 6697 64082 at 285 250 247 2445
Escherichia coli 27 30 22 246 S. aureus 285 250 247 2445
Enterobacter spp. 12 11 11 79 VIR, B 5 R H KON P AU S DR MRSA 215 184 181 1870
Klebsiella pneumoniae 18 12 13 125 R4 84 9A 104 it & MSSA 229 234 207 2136
Klebsiella aerogenes 1 3 2 21 Anaerobes 24 20 20 254 it AF VR 0 0 0 0
Mycobacterium spp. 0 1 0 4 Haemophilus influenzae 20 18 30 249 it 444 418 388 4006
Pseudomonas aeruginosa 13 4 10 78 Klebsiella pneumoniae 114 130 113 961
Staphylococcus aureus 11 10 10 107 Legionella pneumophila 1 0 0 4
Staphylococcus =17 77 —PRatt 6 5 8 49 Mycobacterium tuberculosis 27 32 31 325
Streptococcus pneumoniae 0 1 0 1 Mycoplasma pneumoniae 0 0 0 1
[l 116 99 99 975 Pseudomonas aeruginosa 130 140 119 1189
A 479 374 374 4221 Staphylococcus aureus 285 250 247 2445
Streptococcus A 0 0 0 4
R Streptococcus B 20 10 21 174
R 81 91 10 &t Streptococcus pneumoniae 18 15 27 158
Haemophilus influenzae 0 0 0 2 [ 639 615 608 5764
Listeria monocytogenes 0 1 0 1 AR 2412 2137 2178 21890
Staphylococcus aureus 0 3 2 9
Streptococcus B 0 0 0 1
Streptococcus pneumoniae 0 1 0 2
[ 0 5 2 15
FRAEE 137 146 129 1361
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