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[Eiiga 3A 47 5H &t G4, 3A 47 5H &t H T4 37 47 5H &t
Aeromonas sobria 0 0 0 1 Haemophilus influenzae 12 18 35 82 Candida albicans 41 40 36 185
Aeromonas hydrophila/sobria 0 0 1 1 Streptococcus A 4 5 3 14 Chlamydia trachomatis 3 3 3 21
Bacillus cereus 0 1 0 1 Streptococcus pneumoniae 7 3 13 30 Streptococcus B 53 46 44 269
Campylobacter jejuni 17 9 14 57 e 23 26 51 126 Ak 97 89 83 475
Campylobacter coli 0 1 1 2 A 617 565 654 2840 A 668 560 594 2971
Campylobacter jejuni/coli 0 2 3 8
Escherichia coli , EHEC/STEC 0 0 2 2 JR Sz S. aureus DGR
Escherichia coli , % D1 0 0 1 1 4 3J] 4] 5J] &t [l 2 37 4/ 57 ok
Salmonella 04 1 0 1 2 Acinetobacter spp. 3 4 0 11 MRSA 3 2 1 12
Salmonella O7 0 1 1 2 Candida albicans 98 71 62 363 Je MSSA 2 3 2 12
Salmonella 08 0 1 0 1 Enterobacter spp. 28 20 15 115 @ AF VR 0 0 0 0
Salmonella 09 0 0 0 1 Enterococcus spp. 348 264 282 1447 i 5 5 3 24
Salmonella FEARH] 0 1 0 1 Escherichia coli 600 488 604 2842 S. aureus 5 5 3 24
Staphylococcus aureus 5 5 3 24 Klebsiella pneumoniae 126 117 129 595 MRSA 2 2 3 12
[k 23 21 27 104 Klebsiella aerogenes 14 6 8 62 7 MSSA 5 11 14 35
A 363 300 329 1635 Pseudomonas aeruginosa 84 76 79 412 ) 2T U R 0 0 0 0
Staphylococcus aureus 63 55 86 353 i 7 13 17 48
fE (UAILA) Staphylococcus =17 77— R Ratk 229 166 193 971 S. aureus 7 13 17 47
VARG 34 45 SH &k (AR 1593 1267 1458 7171 MRSA 0 0 0 0
adenovirus 40/41 1 1 0 5 MR 2912 2482 2866 13920 py MSSA 0 0 0 0
norovirus G2 0 0 0 12 ‘(‘%z AT VUK 0 0 0 0
norovirus FEARHH 22 4 2 44 JilIRE: 2t 0 0 0 0
rotavirus 0 1 0 6 e 34 4 SH &k S. aureus 0 0 0 0
ok 23 6 2 67 Anaerobes 27 30 27 138 MRSA 24 22 22 127
A 222 109 145 764 Escherichia coli 145 158 135 731 MSSA 39 33 64 226
Enterobacter spp. 5 10 9 29 R | AFURRE 0 0 0 0
i (JFH) Haemophilus influenzae 4 0 2 11 BB 63 55 86 357
JE 44 3H 44 5H &t Klebsiella pneumoniae 46 38 47 209 S. aureus 63 55 86 353
Entamoeba histolytica 1 0 0 1 Klebsiella aerogenes 8 2 6 21 MRSA 20 21 17 96
[k 1 0 0 1 Listeria monocytogenes 0 1 3 5 m MSSA 41 34 31 204
A 6 3 3 18 Pseudomonas aeruginosa 13 11 6 47 o AT AR A 0 0 0 0
Staphylococcus aureus 61 55 48 300 i 61 55 48 300
iR (MK, B8k, BISNRZRE) Staphylococcus =727 —P etk 106 77 120 532 S. aureus 61 55 48 300
Eiff 35 4 5H &t Streptococcus B 8 7 5 33 MRSA 129 120 93 648
Anaerobes 49 19 25 144 Streptococcus pneumoniae 5 0 7 20 v MSSA 130 95 124 617
Escherichia coli 23 19 30 115 [k 428 389 415 2076 g | FTVU A 0 0 0 0
Enterobacter spp. 2 10 9 32 A 6884 6324 7122 33567 T E 259 215 217 1265
Klebsiella pneumoniae 22 8 12 64 S. aureus 259 215 217 1265
Klebsiella aerogenes 2 4 1 10 IR, RS B LN FRGED DO EL MRSA 178 167 136 895
Mycobacterium spp. 0 1 0 1 B4 3H 41 5H &t 4 [ MSsA 217 176 235 1094
Pseudomonas aeruginosa 7 6 6 23 Anaerobes 20 23 32 118 i | AFT U R 0 0 0 0
Staphylococcus aureus 7 13 17 47 Haemophilus influenzae 71 51 67 274 i 395 343 371 1989
Staphylococcus =7 77 —Fatk 8 5 0 22 Klebsiella pneumoniae 67 79 87 423
Streptococcus pneumoniae 0 0 0 2 Legionella pneumophila 2 0 0 2
[k 120 85 100 460 Mycobacterium tuberculosis 29 41 33 144
AR 399 399 429 2015 Pseudomonas aeruginosa 111 84 121 514
Staphylococcus aureus 259 215 217 1265
B Streptococcus A 2 1 1 6
4 3/ 4J] 5H &t Streptococcus B 18 11 18 98
Escherichia coli 0 0 0 3 Streptococcus pneumoniae 23 25 23 128
Haemophilus influenzae 0 0 0 1 [ 602 530 599 2972
Streptococcus pneumoniae 0 0 1 1 A S 2102 2093 2476 11019
[k 0 0 1 5
A 117 123 167 682
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