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G NREE TS L O IHEE D DR KL JRAE S SRR Oy i) 1)
R 44 SH 61 &t BfE4 44 SH 65 &t P 44 SH 65 &t
Aeromonas sobria 0 0 0 1 Haemophilus influenzae 18 35 23 105 Candida albicans 40 36 51 236
Aeromonas hydrophila/sobria 0 1 0 1 Streptococcus A 5 3 3 17 Chlamydia trachomatis 3 3 7 28
Bacillus cereus 1 0 0 1 Streptococcus pneumoniae 3 13 17 47 Streptococcus B 46 44 61 330
Campylobacter jejuni 9 14 19 76 [ 26 51 43 169 Trichomonas vaginalis 0 0 1 1
Campylobacter coli 1 1 0 2 B 565 654 736 3576 [l 89 83 120 595
Campylobacter jejuni/coli 2 3 2 10 SR 560 594 650 3621
Escherichia coli, EHEC/STEC 0 2 2 4 JR
Escherichia coli, ZDfih 0 1 0 1 GRS 44 5H 6H &t &z S, aureus DGR
Salmonella O4 0 1 1 3 Acinetobacter spp. 4 0 2 13 RS 44 5H 6H &t
Salmonella O7 1 1 0 2 Candida albicans 71 62 50 413 MRSA 2 1 1 13
Salmonella O8 1 0 0 1 Enterobacter spp. 20 15 23 138 Je MSSA 3 2 2 14
Salmonella 09 0 0 0 1 Enterococcus spp. 264 282 276 1723 @ AF VKR 0 0 0 0
Salmonella ffA~H] 1 0 0 1 Escherichia coli 488 604 605 3447 it 5 3 3 27
Staphylococcus aureus 5 3 3 27 Klebsiella pneumoniae 117 129 116 711 S. aureus 5 3 3 27
it 21 27 27 131 Klebsiella aerogenes 6 8 7 69 MRSA 2 3 1 13
B 300 329 353 1988 Pseudomonas aeruginosa 76 79 80 492 e MSSA 11 14 3 38
Staphylococcus aureus 55 86 57 410 ;J AF VKR 0 0 0 0
fE_(TANR) Staphylococcus =7 77— PatE 166 193 216 1187 it 13 17 4 52
A2 44 5SH 6H &t [l 1267 1458 1432 8603 S. aureus 13 17 4 51
adenovirus 40/41 1 0 1 6 B 2482 2866 2908 16828 MRSA 0 0 0 0
norovirus G2 0 0 0 12 B MSSA 0 0 0 0
norovirus FE A1) 4 2 0 44 Jikica w [ LT A 0 0 0 0
rotavirus 1 0 0 6 P 44 SH 64 it it 0 0 0 0
Pt %x 6 2 1 68 Anaerobes 30 27 38 176 S. aureus 0 0 0 0
B 109 145 118 882 Escherichia coli 158 135 187 918 MRSA 22 22 21 148
Enterobacter spp. 10 9 7 36 MSSA 33 64 36 262
{ (JEith) Haemophilus influenzae 0 2 2 13 B AFLV R 0 0 0 0
i di 4 45 5H 6 At Klebsiella pneumoniae 38 47 38 247 it 55 86 57 414
Entamoeba histolytica 0 0 0 1 Klebsiella aerogenes 2 6 1 22 S. aureus 55 86 57 410
itk 0 0 0 1 Listeria monocytogenes 1 3 0 5 MRSA 21 17 23 119
B 3 3 2 20 Pseudomonas aeruginosa 11 6 13 60 " MSSA 34 31 38 242
Salmonella spp. 0 0 3 3 i AF VKR 0 0 0 0
ZERR Mok, oKk, BAfik7eL) Staphylococcus aureus 55 48 61 361 i 55 48 61 361
P 44 SH 64 &t Staphylococcus =177 7 —FatE 71 120 97 629 S. aureus 55 48 61 361
Anaerobes 19 25 25 169 Streptococcus B 7 5 13 46 MRSA 120 93 131 779
Escherichia coli 19 30 29 144 Streptococcus pneumoniae 0 7 2 22 v MSSA 95 124 123 740
Enterobacter spp. 10 9 7 39 [l 389 415 462 2538 7 AF VR 0 0 0 0
Klebsiella pneumoniae 8 12 13 77 B 6324 7122 7458 41025 Gl 215 217 254 1519
Klebsiella aerogenes 4 1 0 10 S. aureus 215 217 254 1519
Mycobacterium spp. 1 0 0 1 W, B RS RIS J O F UGB DO KL MRSA 167 136 177 1072
Mycoplasma pneumoniae 0 0 1 1 RS 45 5H 61 At a MSSA 176 235 202 1296
Pseudomonas aeruginosa 6 6 1 24 Anaerobes 23 32 40 158 At [ AFVURERE 0 0 0 0
Staphylococcus aureus 13 17 4 51 Haemophilus influenzae 51 67 67 341 it 343 371 379 2368
Staphylococcus =17 77—k 5 0 5 27 Klebsiella pneumoniae 79 87 87 510
Streptococcus pneumoniae 0 0 0 2 Legionella pneumophila 0 0 0 2
it 85 100 85 545 Mycobacterium tuberculosis 41 33 23 167
R 399 429 413 2428 Pseudomonas aeruginosa 84 121 124 638
Staphylococcus aureus 215 217 254 1519
RiiE Streptococcus A 1 1 0 6
P, 44 SH 64 &t Streptococcus B 11 18 15 113
Escherichia coli 0 0 0 3 Streptococcus pneumoniae 25 23 21 149
Haemophilus influenzae 0 0 0 1 [ 530 599 631 3603
Streptococcus pneumoniae 0 1 0 1 A 2093 2476 2466 13485
AR 0 1 0 5
A 123 167 184 866

* [T 20281 ADSHORE T,






