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i 9A 107 117 Eiiza 9H 107 1A &at EiiZa 9A 104 11 Arak
Aeromonas hydrophila 0 1 0 4 Haemophilus influenzae 9 8 24 183 Candida albicans 43 54 457
Aeromonas sobria 0 0 0 1 Streptococcus A 3 8 5 45 Chlamydia trachomatis 6 8 52
Aeromonas hydrophila/sobria 0 2 0 4 Streptococcus pneumoniae 7 7 8 81 Neisseria gonorrhoeae 1 1 3
Bacillus cereus 0 0 0 1 [ 19 23 37 309 Streptococcus B 45 40 594
Campylobacter jejuni 15 6 10 138 A 624 589 617 6844 Trichomonas vaginalis 2 0 4
Campylobacter coli 0 1 0 3 [ 97 103 1110
Campylobacter jejuni/coli 3 2 1 19 JR AR 574 638 6502
Clostridium botulinum E 2A$k 0 1 0 1 4 9H 10H 114 At
Escherichia coli , EHEC/STEC 1 0 0 14 Acinetobacter_spp. 3 2 7 30 &7z S. aureus DGR
Escherichia coli , Z DAl 1 1 0 3 Candida albicans 52 57 51 718 R4 94 104 114 &t
Salmonella_ 04 6 4 1 22 Enterobacter spp. 22 27 35 294 MRSA 5 4 33
Salmonella O7 1 0 1 6 Enterococcus_spp. 279 328 332 3305 J MSSA 3 1 30
Salmonella_O8 1 1 0 8 Escherichia coli 604 560 550 6478 G‘E AF UV RBE 0 0 0
Salmonella 09 0 1 2 5 Klebsiella pneumoniae 143 178 199 1507 it 8 5 63
Salmonella 01, 3, 19 0 0 0 1 Klebsiella aerogenes 13 17 23 153 S. aureus 8 5 63
Salmonella HEARH] 0 0 0 1 Pseudomonas aeruginosa 101 102 97 983 MRSA 4 4 37
Staphylococcus aureus 10 8 5 3 Staphylococcus aureus 61 55 65 718 . MSSA 7 9 86
Yersinia enterocolitica 1 0 0 Staphylococcus =27 77— Btk 236 223 212 2314 % ATV R BRE 0 0 0
R ER 39 28 20 R ER 1514 1549 1571 16500 Eis 11 13 124
IR AR 272 329 295 TR AR 2819 2971 2899 31873 S. aureus 11 13 123
MRSA 0 0 0
i (ANA) i 8 | MSSA 1 0 1
AN A 9H 104 1A D4, 94 104 114 &8 W 2T AR 0 0 0
adenovirus 40/41 1 3 2 Anaerobes 32 26 25 327 &t 1 0 1
norovirus G2 0 0 0 Escherichia coli 156 143 125 1687 S. aureus 1 0 1
norovirus #ERH] 0 1 4 Enterobacter_spp. 13 15 9 111 MRSA 28 31 272
rotavirus 0 0 0 Haemophilus influenzae 1 1 0 17 MSSA 27 34 446
[ 1 4 6 Klebsiella pneumoniae 45 55 53 519 74 ATV KBRE 0 0 0
R R 80 103 103 Klebsiella aerogenes 4 5 6 47 Rl 55 65 722
Listeria monocytogenes 0 3 1 11 S. aureus 55 65 718
{E (i) Neisseria meningitidis 0 0 0 1 MRSA 32 25 245
S 9A 101 111 Pseudomonas aeruginosa 15 8 16 140 i [MSSA 43 38 449
Entamoeba histolytica 0 0 Salmonella_ Typhi 0 0 0 2 s AF )RR 0 0 0
iR 0 0 Salmonella_spp. 3 i 1 13 N T 75 &3 94
HRA % 1 3 Staphylococcus aureus 57 75 63 694 S. aureus 75 63 694
Staphylococcus =727 57— Pk 131 116 85 1276 MRSA 136 117 1435
ZEliE (oK, Rk, Bk Streptococcus B 8 2 11 86 s [ MSSA 127 146 1366
4 94 104 114 Streptococcus pneumoniae 1 7 4 35 95 ATV R BRAE 0 0 0
Anaerobes 34 33 [BRER 466 457 399 4966 4 H 263 263 2801
Escherichia coli 29 23 BRAEE 7543 7452 6925 79213 S. aureus 263 263 2801
Enterobacter spp. 8 4 MRSA 205 181 2022
Klebsiella pneumoniae 12 11 VR, S WS S KON F ZaE DO EL MSSA 208 228 2378
Klebsiella aerogenes 1 0 B 9H 104 1A & i AF LU R 0 0 0
Mycobacterium spp. 0 0 Anaerobes 34 48 64 356 it 413 409 4400
Mycoplasma pneumoniae 0 0 Haemophilus influenzae 51 58 58 632
Pseudomonas aeruginosa 15 7 Klebsiella pneumoniae 120 148 110 1131
Staphylococcus aureus 21 13 Legionella pneumophila 0 0 0 3
Staphylococcus =727 57— Pk 7 10 Mycobacterium tuberculosis 41 34 29 318
Streptococcus pneumoniae 0 0 Mycoplasma pneumoniae 0 1 0 1
[ 127 114 101 Pseudomonas aeruginosa 136 143 129 1365
TR 462 496 384 Staphylococcus aureus 250 263 263 2801
Streptococcus A 2 3 5 19
Bl Streptococcus B 23 14 17 209
4, 9A 101 114 Streptococcus pneumoniae 15 20 28 263
Escherichia coli 0 1 0 [k 672 732 703 7098
Haemophilus_influenzae 0 0 0 BRAE 2371 2682 2451 26355
Staphylococcus aureus 0 1 0
Streptococcus pneumoniae 0 0 0
[k 0 2 0
A 107 164 189
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