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R SH 6 7H P 6H 7H &t P SH 651 7H &t
Aeromonas hydrophila 1 0 1 2 Haemophilus influenzae 16 14 114 Candida albicans 43 47 35 294
Campylobacter jejuni 11 14 18 87 Streptococcus A 4 7 49 Chlamydia trachomatis 6 5 6 29
Campylobacter jejuni/coli 6 3 5 25 Streptococcus pneumoniae 12 11 76 Neisseria gonorrhoeae 0 0 2 3
Clostridium botulinum E L4+ 1 0 0 2 x4 32 32 239 Streptococcus B 47 37 57 338
Escherichia coli, EHEC/STEC 0 2 3 7 B 655 713 4526 [N 96 89 100 664
Escherichia coli, ot 2 0 0 3 B 636 614 641 4301
Plesiomonas shigelloides 0 0 0 1 JR
Salmonella O4 2 2 7 12 HEL 6H 7H &t &z S, aureus DGR
Salmonella 07 1 1 1 6 Acinetobacter spp. 3 2 15 RS 5H 6 7H &t
Salmonella O8 1 5 2 8 Candida albicans 56 76 475 MRSA 4 4 3 28
Salmonella 09 2 1 3 8 Enterobacter spp. 37 36 207 Je MSSA 0 4 1 9
Salmonella Z O 0 0 0 1 Enterococcus spp. 283 307 2201 @ AF VKR 0 0 0 0
Staphylococcus aureus 4 8 4 7 Escherichia coli 587 618 4164 § 4 8 4 37
Yersinia enterocolitica 1 1 0 Klebsiella pneumoniae 150 170 1034 S. aureus 4 8 4 37
it 32 37 44 Klebsiella aerogenes 18 21 108 MRSA 3 3 1 21
B 304 373 372 Pseudomonas aeruginosa 71 93 564 e MSSA 10 7 7 52
Staphylococcus aureus 57 86 464 ;J AF VR 0 0 0 0
fE_(TANR) Staphylococcus =7 77— PatE 218 269 1526 3 13 10 3 73
JANAL 5SH 6H 74 [ 1480 1678 10758 S. aureus 13 10 3 73
adenovirus 40/41 1 1 0 B 2836 3117 20782 MRSA 0 0 2 2
norovirus AR ] 4 2 1 e | MSSA 0 0 1 1
rotavirus 0 0 0 Jikiza ZZ ATV K 0 0 0 0
iR 5 3 1 B 6H 74 aat it 0 0 3 3
A 131 151 97 Anaerobes 38 17 218 S. aureus 0 0 3 3
Escherichia coli 158 150 1037 MRSA 18 21 33 168
{f (JEith) Enterobacter spp. 12 7 67 MSSA 38 36 53 296
JiUR A 5H 61 7H Haemophilus influenzae 1 1 6 R AFTVRBRE 0 0 0 0
Entamoeba histolytica 1 1 0 Klebsiella pneumoniae 41 44 319 7 56 57 86 464
it 1 1 0 Klebsiella aerogenes 4 2 31 S. aureus 56 57 86 464
B 3 3 2 Listeria monocytogenes 0 5 8 MRSA 22 25 18 170
Pseudomonas aeruginosa 16 19 101 n MSSA 50 37 36 299
ZEllis (MoK, oK, Bafiik7eL) Salmonella Typhi 0 0 1 W 2TV R 0 0 0 0
B4 5H 6H 7H Salmonella spp. 2 4 8 7 72 62 54 469
Anaerobes 23 22 27 Staphylococcus aureus 62 54 469 S. aureus 72 62 54 469
Escherichia coli 20 26 25 Staphylococcus =277 77— etk 126 123 776 MRSA 146 121 152 963
Enterobacter spp. 9 10 11 Streptococcus B 12 5 55 v MSSA 127 103 103 890
Klebsiella pneumoniae 8 13 13 Streptococcus pneumoniae 1 1 30 % AF VKR 0 0 0 0
Klebsiella aerogenes 1 5 1 [l 473 432 3126 Gl 273 224 255 1853
Mycobacterium spp. 0 0 1 A 7487 6206 51484 S. aureus 273 224 255 1859
Pseudomonas aeruginosa 3 7 6 MRSA 193 174 209 1352
Staphylococcus aureus 13 10 8 W, B RS RIS J O F UGB DO KL # [_MSSA 225 187 201 1547
Staphylococcus =727 77— Rk 7 14 8 GRS 64 7H At At [ AU R 0 0 0 0
Streptococcus pneumoniae 0 0 0 Anaerobes 57 80 361 7 418 361 410 2899
IS 84 107 100 Haemophilus influenzae 80 81 473
B 435 395 360 Klebsiella pneumoniae 111 125 803
Legionella pneumophila 2 2 5
RfiiE Mycobacterium tuberculosis 18 35 181
B4 5H 6H 7H Mycoplasma pneumoniae 2 15 22
Escherichia coli 1 0 0 Pseudomonas aeruginosa 128 144 912
Staphylococcus aureus 0 0 3 Staphylococcus aureus 224 255 1859
Streptococcus B 1 0 0 Streptococcus A 5 2 26
Streptococcus pneumoniae 0 0 0 Streptococcus B 17 20 163
it 2 0 3 Streptococcus pneumoniae 40 22 208
B 167 160 164 [liRN 684 781 5013
B 2697 3080 18781
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